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Elasticity promotes directional transport
of Pseudomonas aeruginosa in native human
airway mucus and complex fluids†

Riley Dickson,b Zhi-Jian Hec and Li-Heng Cai *abcd

Pseudomonas aeruginosa is an opportunistic bacterium that is readily cleared by mucus clearance in

healthy individuals but becomes infectious in patients with mucus obstructive lung diseases, which are

characterized by the formation of bacterial colonies or biofilms. The motility of P. aeruginosa is critical

for biofilm formation, but it remains poorly understood how the bacterium transports within native

mucus. Existing studies on mucus-bacteria interactions and P. aeruginosa transport within mucus largely

rely on reconstituted mucus or purified mucins, which have properties dramatically different from native

mucus. Here, we report the transport of P. aeruginosa strain PA14, a human clinical isolate responsible

for chronic lung infections, in normal and diseased native human airway mucus. We use well-

differentiated human bronchial epithelial cells cultured at the air–liquid-interface to secrete and harvest

native human airway mucus with concentrations matching health and disease states. Furthermore, we

develop a droplet-in-oil system for quantifying the transport of individual bacterium within bulk mucus.

Remarkably, highly viscoelastic normal mucus promotes directional bacterial motility at a speed

comparable to that in a low-viscosity physiological buffer. By contrast, concentrated, pathological

mucus with elasticity dominating viscosity traps bacteria, reducing their motility more than 10-fold.

Engineering mucus simulants with decoupled viscosity and elasticity reveals that the elasticity of

complex fluids induces a qualitative change of bacterial motility from circular to directional motion. Our

discovery not only provides insights into the biophysical mechanisms of bacterial infection in the lung

but also reveals the previously unrecognized importance of elasticity in directional bacterial transport

within complex fluids.

1. Introduction

As long as we are alive, we must breathe. This process brings
bacterial, viral, and environmental particulates into our lungs.
How can the lung fight against them? Biologists discovered
that, in the airway, the mucus as a complex fluid traps the
particulates and is cleared out from the lung by coordinated
cilia beating of bronchial epithelia, reminiscent of transporting
people using an escalator. The clearance of mucus is the

primary innate defense mechanism that protects the lung.1

This active transport phenomenon is ubiquitous among ani-
mals ranging from mice to giraffes despite possessing radically
different airway lengths. Importantly, the impairment of this
upward transport associates with mucus obstructive lung dis-
eases;2 these include chronic obstructive pulmonary disease
(COPD), cystic fibrosis (CF), primary ciliary dyskinesia (PCD),
and non-cystic fibrosis bronchiectasis.

The pathogenesis of mucus-obstructive lung diseases is
multifactorial but includes a common, disease-initiating step:
the generation of excessively concentrated mucus. The concen-
tration of mucus—measured as either the wet-to-dry content of
mucus or mucin concentration—has been established as a
marker of mucus-obstructive lung diseases.2,3 Under normal
conditions, human airway mucus is composed of approxi-
mately 98% water, with the remaining 2% solid content con-
sisting of 0.9% salt, 0.8% globular proteins, and 0.3% high-
molecular-weight mucin biopolymers. By contrast, the solid
content concentration increases to B5 wt% for COPD and
B8 wt% for CF mucus.4,5 The pathological mucus provides
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an environment favorable for the formation of bacterial colonies
or biofilms,6 which further impede mucus clearance and cause
chronic infection in mucus-obstructive lung diseases.7,8 In parti-
cular, Pseudomonas aeruginosa, an opportunistic Gram-negative
bacterium, is the dominant pathogen in late-stage diseases and is
implicated in B90% of CF related fatalities.9–12

The virulence and capability of P. aeruginosa in forming
colonies or biofilms are strongly correlated to its motility,13–15

which is determined by the interactions between bacteria and
mucus.16 The properties of mucus are largely determined by
mucin biopolymers, which have a long linear peptide backbone
densely grafted with many O-linked glycans. In the context of
biochemical interactions, using mucins purified from porcine
intestinal mucus and human saliva, the Ribbeck Lab discov-
ered that mucin glycans attenuate the virulence of P. aeruginosa
by maintaining the cell at planktonic, non-aggregate form.17,18

In the context of biophysical interactions, the Hill Lab19,20

found that P. aeruginosa are prone to form colonies in recon-
stituted human airway mucus with concentration matching
that of the CF condition. These studies provide valuable
insights into the role of bacteria-mucin/mucus interactions in
the context of bacterial virulence and biofilm formation.
However, reconstituted mucus or purified mucins have viscoe-
lasticity and osmotic properties dramatically different from
that in native state, as demonstrated in our previous study.21

Consequently, it would be highly valuable to investigate the
transport of bacteria through native human airway mucus.

Here, we report the transport of P. aeruginosa strain PA14, a
human clinical isolate responsible for chronic lung infections,
in normal and pathological native human airway mucus. Using
our previously developed method, we harvest native human
airway mucus with concentrations matching health and disease
states. Furthermore, we develop a droplet-in-oil system for

quantifying the transport of individual bacterium within bulk
mucus. Viscoelastic normal mucus promotes directional bac-
terial motility at a speed comparable to that in a low-viscosity
physiological buffer. By contrast, concentrated, highly visco-
elastic diseased mucus traps bacteria, reducing their motility
more than 10-fold. Engineering mucus simulants with decoupled
viscosity and elasticity reveals that the elasticity of complex fluids
induces a shift in bacterial motility from circular to directional
motion. Our discovery reveals the importance of elasticity in
directional bacterial transport within complex fluids and pro-
vides insights into the biophysical mechanisms of bacterial
infection in the lung.

2. Results
2.1 Droplet-in-oil system for imaging bacteria transport in
native airway mucus

We use our previously developed method to harvest and con-
centrate native airway mucus without impairing its biophysical
properties.21,22 Specifically, we use the classic air–liquid inter-
face (ALI) system to culture primary human bronchial epithelial
(HBE) cells, which differentiate to a pseudostratified epithe-
lium mimicking biological features in vivo23–26 (Fig. 1a). Within
the fully differentiated HBE cell culture, goblet cells continu-
ously release mucins from granules to the apical chamber,
where the mucin molecules swell to form a mucus hydrogel.
To harvest the mucus, we add phosphate buffered saline (PBS)
to the apical side of the ALI culture to swell the mucus. This
allows us to collect the mucus washings without involving any
chemical interventions that are known to impair mucus
properties.22 Yet, the concentration of this diluted mucus is
typically B0.1 wt% excluding salt, much lower than that of

Fig. 1 The experimental set-up for quantifying the transport of P. aeruginosa and probe particles in native mucus and other complex fluids. (a) An air–
liquid interface cell culture system is used to harvest native mucus secreted by well differentiated human bronchial epithelial cells. (b) and (c) The
harvested mucus is concentrated to desired concentrations using centrifugation. The reconcentration is performed using centrifuge tubes with a semi-
permeable membrane of MWCO 10 kDa. (d) A water-in-oil droplet system for quantifying the motility of probe objects in mucus using confocal
microscopy (h = 0.12 mm, W = 20 mm). (e) The probe particle trajectories are then acquired from videos using particle tracking. (f) The particle motility is
quantified by computing the dependence of mean-square displacement (MSD) on lag time.
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mucus in health and in disease. For example, the mucus
concentrations are typically of 2 wt% for health, 5 wt% for
COPD, and 8 wt% CF.4 To obtain mucus with concentrations
comparable to those of physiological and pathological condi-
tions, we reconcentrate the mucus washings using a centrifugal
filter consisting of two chambers separated by a semi-permeable
membrane with a molecular weight cut-off (MWCO) of 10 kDa
(Fig. 1b and c). This MWCO allows water and small ions to pass
through the membrane without filtering out the biopolymers
in the mucus.21,22 With this method, we harvest native mucus
with desired concentrations without impairing its biophysical
properties (Fig. S1).

Because of the limited amount of mucus, we develop a
water-in-oil droplet system that allows for monitoring the
motility of probe particles in bulk mucus of a small volume
40 mL. The system is a cylindrical glass chamber with a
diameter of 20 mm and a height of 120 mm. This height is
about 100 times the average size of a P. aeruginosa. During
experiments, we focus on the cells near the center along
the chamber height; this ensures that the distance from the
chamber wall is more than 10 times the cell size to avoid
boundary effects27 and surface adhesion28 on bacterial motility.
To prevent unspecific interactions between the cell and the
chamber surface, we pre-wet the chamber with perfluorocarbon
oil, a biologically inert fluid that is widely used in droplet
microfluidics for biological applications.29 Moreover, the oil
is premixed with a fluorinated surfactant molecule that can
stabilize water-in-oil droplets for weeks.30 Using this method,
we create a mucus-in-oil droplet system that enables monitor-
ing transport of particles in bulk rather than the surface of
mucus, as illustrated in Fig. 1d. This capability is validated by
confirming that probe particles and bacteria are nearly evenly
distributed across the whole chamber height for various kinds
of complex fluids (Fig. S2).

2.2 Microrheology of mucus

Using the mucus-in-oil droplet system, we perform micro-
rheological measurements to characterize the viscoelasticity
of mucus at various concentrations. The measurements involve
three steps: (i) tracking the motility of individual probe parti-
cles, (ii) quantifying the mean-square-displacements (MSD),
hDr2(t)i, of particles, and (iii) computing the viscoelasticity of
mucus using the generalized Stoke–Einstein relation,31–33

which relates the viscoelastic spectrum G̃(s) of the probed
environment to the Laplace transform hDr̃2(s)i of particle MSD
hDr2(t)i (Fig. 1e and f):

~G sð Þ ¼ 2kBT

pds D~r2 sð Þh i (1)

Here, kB is the Boltzmann constant, T is the absolute tem-
perature, d is particle diameter, and s is Laplace frequency.
According to the Kramers–Kronig relations, storage modulus
G 0(o) and loss modulus G00(o) respectively correspond to the
real and imaginary parts of the complex modulus G*(o), which
is determined by substituting io for the Laplace frequency s
in eqn (1).

Because passive microrheology relies on the thermal motion
of probe particles, it is critical to prevent unspecific binding
between the particles and the surrounding environment. Thus,
we use polystyrene microparticles coated with poly(ethylene
glycol) (PEG) polymers, a well-established approach for creating
mucus inert carriers.34,35 The particle diameter 1 mm is much
larger than the correlation length of normal mucus hydrogel,
x E (kBT/p)3 E 20 nm, in which p E 500 Pa is the osmotic
pressure of 2.0 wt% normal mucus.21,36 Such a relatively large
particle avoids probing local properties of mucus, which is
known to be heterogeneous and exhibits particle size depen-
dent viscoelasticity.37

We record the motion of 1 mm PEGylated particles in normal
mucus using high-speed fluorescence confocal microscopy at
50 frames per second (fps). Example trajectories of individual
particles are shown in Fig. 2a(i). The accuracy of the particle
tracking is confirmed by the overlap of the trajectories with the
video for particle diffusion (Video S1). Based on the trajectory of
a particle, we compute its MSD versus lag time Dt, and sample
at least 200 trajectories to obtain the average MSD, as shown by
the solid green line in Fig. 2b.

As mucus concentration increases, the particle motion
becomes more confined, as shown by the trajectories of probe

Fig. 2 Passive microrheology of native airway mucus. (a) Representative
trajectories of 1 mm PEGylated polystyrene microparticles in (i) 2 wt%
(normal), (ii) 5 wt% mucus (COPD), and (iii) 8 wt% (CF) mucus. For each type
of mucus, more than 200 trajectories are acquired from fourteen videos
for normal mucus, nine videos for COPD-like mucus, and ten videos for
CF-like mucus. (b) Average mean-square-displacement (MSD) vs. lag time,
Dt, of 1 mm particles in mucus of normal (green) and pathological
(5%, purple dotted line; 8%, red dashed line) concentrations. (c) Storage
(G0) and loss (G00) modulus of mucus at various concentrations based on
the MSD of 1 mm particles.
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particles in COPD-like (5%) and CF-like (8%) mucus (Fig. 2a(ii)
and (iii)) (Videos S2 and S3). To quantify the difference in
particle diffusion, we compare the average MSD of probe
particles at 30 s, the longest period that the particle trajectories
can be reliably tracked before they diffuse out of the focus
plane. For the 1 mm particle, the average MSD is B0.20 mm2 and
0.09 mm2 in COPD- and CF-like mucus, respectively; these
values are an order of magnitude lower than the B2 mm2

observed in normal mucus. We also measure the motility of
100 nm PEGylated gold nanospheres within the three mucus
formulations. For these 100 nm nanospheres in the CF-like and
COPD-like mucus, the average MSD is B1.0 mm2 and
B0.7 mm2, respectively. These values are nearly one order of
magnitude lower than that of B3 mm2 observed in normal
mucus (Fig. S3 and Videos S4–S6). These results highlight the
heterogeneity of mucus network mesh size37 and also suggest
that the majority of mesh sizes in normal and pathological
mucus are likely less than 100 nm.

We use the MSD of 1 mm probe particles to calculate the
viscoelasticity of mucus (eqn (1)). At relatively low probing
frequency o3 Hz or long-time scales 40.3 s, the normal mucus
is more elastic with storage modulus G0 greater than the loss
modulus G00. Yet, at relatively high probing frequency 43 Hz,
normal mucus is more of a viscous liquid with G0o G00 (Fig. 2c).
The frequency dependent viscoelastic properties of mucus are
consistent with the microrheology data using smaller PEGy-
lated Au nanoparticles, which have a diameter 100 nm, much
greater than the average mucus mesh size (Fig. S3). Impor-
tantly, at a probing frequency 14 Hz comparable to that of
ciliary beating,38 the mucus is more of a viscoelastic liquid with
a loss modulus of B0.1 Pa (green lines, Fig. 2c). This behavior
is consistent with the clinical observations that under coordi-
nated ciliary beating, normal mucus behaves like a liquid that
can flow out of the human airway.

Interestingly, increasing mucus concentration qualitatively
changes the viscoelastic properties. The shear storage modulus
of the COPD and CF mucus at the lowest probing frequency
0.1 Hz is approximately 0.4 Pa and 2 Pa, respectively (purple
and red lines, Fig. 2c); these values are more than 10 times
greater than that of the normal mucus, 0.01 Pa (solid green
line, Fig. 2c). Importantly, the storage modulus is greater than
the loss modulus across the whole frequency range explored.
These results demonstrate that mucus with pathological con-
centrations become an elastic solid, supporting the clinical
observation of impaired or failed mucus clearance in mucus-
obstructive pulmonary diseases.4 Collectively, these results
indicate that native mucus exhibits viscoelasticity consistent
with the understanding of mucus clearance.

2.3 Transport of P. aeruginosa in normal and pathological
mucus

To study motility of P. aeruginosa in mucus, we premix the cells
with mucus at prescribed concentrations, such that the average
distance between two neighboring cells is at least 10 mm.
This avoids communication among cells and thus allows us to
focus on the behavior of a single bacterium. The P. aeruginosa is

genetically modified from PA14, a clinical isolate responsible
for lung infection, to exhibit red fluorescent surface protein
mKate2.39 We monitor the motility of P. aeruginosa using high-
speed fluorescence confocal microscopy. For each video, we
collect a sequence of at least 1000 images at 20 fps at a
Z-position at the center of the chamber and extract individual
bacterium trajectories, as exemplified in Fig. 3a. For all trajec-
tories, we overlay them with the real time movie to ensure that
they accurately capture the bacterial motility. During each
measurement, the bacteria are only within the mucus for less
than 10 min; this short period avoids potential effects of
limited nutrients within mucus on P. aeruginosa motility.

In the non-Newtonian, highly viscoelastic normal mucus,
P. aeruginosa exhibits bimodal motility (Fig. 3a(ii)). Most bac-
teria (B82%) adopt a directional, linear motion featuring a
displacement more than 50 mm, about 50 times the bacterium
body size, over a period of 0.3–1 s (Video S7). By contrast, in a
low viscosity, Newtonian buffer (LB medium), most bacteria
exhibit circular motion, as shown by representative trajectories
in Fig. 3a(i) (Video S8). A small fraction of bacteria in the
normal mucus (B10%) adopt a confined, localized motion,
which features a displacement less than 5 mm over 50 s
(Fig. 3a(ii)). These confined bacteria are not stationary, how-
ever; they can rotate and sometimes even swim for short
distances. Moreover, a bacterium can switch between these
two modes. For instance, a bacterium exhibiting linear motion
can get stuck and adopt the confined motion. Yet this confine-
ment is temporary, and the bacterium can escape to resume the
linear motion, as exemplified by trajectory 3 in Fig. 3a(ii).
Moreover, a bacterium can exhibit an intriguing behavior where
a linear swimming cell travels back adjacent to, or even along,
its initial trajectory, sometimes multiple times over the course
of the same path, as exemplified by trajectory 4 in Fig. 3a(ii).
The confined bacteria, despite possessing intact flagellum,
exhibit similar motility to the non-motile counterpart without
flagellum (PA14 DfliC) (Fig. S4 and Video S9). Note that prior
studies reveal enhanced transport of rod-shaped nanoparticles
(100–200 nm in length and 20–30 nm in diameter) within rat
intestinal mucus compared to the spherical counterparts.
Although the non-motile bacteria are rod like, their size is
much greater than mucus mesh size.40 Nevertheless, our results
highlight the highly heterogeneous nature of native human
airway mucus.

To further explore the difference between the P. aeruginosa
motion in LB medium and in normal mucus, we quantify the
bacterial motility by computing the MSD of each cell (Fig. 3b).
To characterize the type of bacteria motion, we fit the MSD
using an equation for describing two-dimensional (2D)
diffusion:41

hr2(Dt)i = 4D0(Dt/t0)a (2)

in which D0 is the effective diffusivity and t0 is the step size
or the time interval between two neighboring frames when
monitoring the bacterial motility. The exponent a describes the
type of diffusion: for 0 o a o 1, sub-diffusion; a = 1, diffusion;
1 o a o 2, super-diffusion; a = 2, ballistic motion. We fit the
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data up to 1.5 s, below which the MSD curves exhibit a power
law dependence on the lag time, such that the values of D0 and
a can be reliably determined, as shown by the thin solid lines
in Fig. 3b. Further, we define confined trajectories as those
associated with bacteria moving with a distance less than its
own body size (B1.0 mm) within one second, hr2(Dt)i|Dt=1s o 1 mm2.

Despite marked differences in motion type, the average
displacement of P. aeruginosa exhibiting directional motion
in normal mucus is comparable to that in LB medium, as
shown by the adjacent average MSD curves (thick solid
lines in Fig. 3b). To further quantify the difference between
P. aeruginosa motility in LB and normal mucus, we compare the
correlation between effective diffusion coefficient D0 to motion
type exponent a for each bacterium, as shown in Fig. S5. For
confined bacteria in normal mucus, the average D0 (0.22 �
0.01 mm2) is more than one order of magnitude lower than that
in LB buffer (5.40 � 0.27 mm2). However, the fraction of
confined bacteria is relatively small (18%), much lower than
that with directional linear motion (82%) (green bars, Fig. 3c(i)).

Consequently, there is no statistically significant difference in
average D0 for all cells, as well as for any cells that only exhibit
directional motion, as shown by the nearly overlapped thick
dashed green line and thick green line in Fig. 3b. Consistent
with these observations, for all P. aeruginosa in normal mucus
(directional and confined), the average D0 is 2.40 � 0.29 mm2 and
58% of cells are super-diffusive (a4 1) (left green bar, Fig. 3c(ii)).
For P. aeruginosa exhibiting only directional motion, the average
D0 is 4.10 � 0.15 mm2. These values are comparable to bacteria in
LB buffer, which have an average D0 of 5.40 � 0.27 mm2 and 56%
cells are super-diffusive. Yet, the average value of a for bacteria in
normal mucus is 1.29, higher than 1.04 for cell in LB buffer; this
difference further reflects the tendency of P. aeruginosa to adopt
linear motion over circular motion in normal mucus. These
results show that normal mucus promotes linear directional
motion of P. aeruginosa to enable fast transport.

Increasing the mucus concentrations to pathological values
dramatically slows the transport of P. aeruginosa, as shown by
example trajectories in COPD-like 5% mucus and CF-like 8%

Fig. 3 Normal mucus promotes directional linear motility of P. aeruginosa. (a) Representative trajectories of bacteria in (i) LB medium, (ii) 2% normal
mucus, (iii) 5% COPD-like mucus, and (iv) 8% CF-like mucus. We track bacteria from nine confocal microscopy videos for 2% mucus, eight videos for 5%
mucus, eleven videos for 8% mucus, and five videos for LB medium. (b) Dependence of mean-square displacement (MSD) on lag time Dt for bacteria in
normal mucus (green) and LB medium (black). Thin solid lines: MSD of individual bacteria; thick solid lines: averaged MSD over 200 trajectories. Dotted
and dashed lines represented the averaged MSD of linear (blue) and confined (purple) P. aeruginosa trajectories, respectively. (c) Fractions of the types of
(i) motion and (ii) diffusion of bacteria in LB medium and mucus with normal and pathological concentrations. Data are presented as mean � standard
deviation for n = 3–5, where n is the number of mucus batches. (d) MSD of bacteria in mucus of different concentrations. The value of a is determined by
using hr2(Dt)i = 4D0(Dt/t0)a to fit the MSD curves up to 1.5 s: super diffusion (1 o a o 2), sub diffusion (a o 1), and ballistic motion (a = 2).
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mucus (Fig. 3a(iii) and (iv), Videos S10, S11). Compared to
P. aeruginosa in normal mucus, in COPD-like mucus, the
fraction of bacteria exhibiting directional transport is dramati-
cally lower (44%) and the fraction of confined cells is signifi-
cantly higher (56%). Rarely do some bacteria displace more
than 50 mm, which can be easily achieved by bacteria in normal
mucus. Yet the bacteria often can move by a distance B20 mm,
about 20 times that of the bacterium body size (purple lines,
Fig. 3d). By contrast, in CF-like mucus, 82% cells are confined,
and few can move 410 mm (light red lines in Fig. 3d, red bars in
Fig. 3c(i)). Consistent with this observation, nearly all bacteria
(96%) exhibit sub-diffusive motion (red bars, Fig. 3c(ii)).
Quantitatively, the average effective diffusion coefficient D0 is
0.10 � 0.09 mm2 in CF-like mucus, nearly two and a half times
lower than that in COPD-like mucus, 0.23 � 0.16 mm2 (Fig. S6).

2.4 Elasticity is critical to directional P. aeruginosa transport
in complex fluids

Our experimental results show that in a low viscosity, New-
tonian buffer, P. aeruginosa exhibits mainly circular motion.
By contrast, in a highly viscoelastic, non-Newtonian normal
airway mucus, P. aeruginosa mainly exhibit directional motion,
with an average transport speed comparable to that in LB
buffer. In highly concentrated, elastic pathological mucus, the
bacteria are mainly confined. Based on these results, we
hypothesize that elasticity (storage modulus) is critical to
efficient transport of P. aeruginosa in complex fluids.

To test this hypothesis, we seek to engineer mucus simu-
lants with similar viscosity (or viscous modulus) but various
elasticity (or elastic modulus). Historically, achieving this has
been challenging due to the complex nature of mucus as a
biological hydrogel. However, previous studies, including our
own, suggest that the intricate viscoelasticity of mucus arise
primarily from three essential molecular features: (i) entangle-
ments formed by large molecular weight (MW) gel-forming
mucins, (ii) reversible associations formed by the hydrophobic
domains of mucins, and (iii) a relatively large mass fraction of
(B30 wt%) small low MW proteins and molecules within
the solid content (excluding salt) of mucus. Instead of using
solutions composed of a single polymer species, we use a
hybrid polymer solution consisting of low MW alginate and
high MW PEO polymers42 as mucus simulants. The low MW
alginate allows for tuning viscosity, whereas the high MW PEO
can form entanglements, which are known to be responsible
for the elasticity of polymer solutions.43 Moreover, the ether
oxide groups of PEO and the hydroxyl groups of alginate can
form hydrogen bonding,44 a kind of reversible associations that
allow for enhanced viscosity at relatively low concentrations.
This approach enables the creation of mucus simulants by
mimicking the three essential molecular features of mucus.

We denote a mucus simulant as AlgxPEOy
z, in which x and y

are the concentration (wt/vol%) of alginate and PEO,
respectively, and z is the MW of the PEO in g mol�1. Since it
is relatively easy to obtain large sample volumes, we use bulk
rheology as the primary method to characterize the viscoelas-
ticity of mucus simulants. In contrast, we rely on microrheology

to characterize native mucus for two reasons. First, it is difficult
to collect enough native mucus for bulk rheology. Second,
recent studies suggest that bulk rheological measurements of
mucus are strongly influenced by the mucus–air interface.45

Nevertheless, using a mucus simulant as an example, we
confirm that both bulk rheology and microrheology yield con-
sistent measurements in viscoelastic properties (Fig. S7).

By tuning the concentration and MW of these two polymers,
we create four kinds of mucus simulants, all of which have a
viscous modulus at the lowest frequency (0.1 rad s�1) on the
order of 10 mPa (empty symbols, Fig. 4a), comparable to that of
normal mucus (dashed lines, Fig. 2c). Importantly, for all
mucus simulants, the viscous modulus is nearly the same over
a wide range of frequency (0.1 to 100 rad s�1), as shown by the
nearly overlapping empty symbols in Fig. 4a. By contrast,
the elastic modulus varies in a wide range from B2 mPa to
100 mPa at 0.1 rad s�1, as shown by the filled symbols on the
left of the Fig. 4a. Specifically, the first simulant, a highly
viscous liquid, Alg0.5PEO0.4

1M, exhibits G0 more than 10 times
lower than G00 at all probing frequencies, with moduli increasing
in a similar manner with frequency via a power law (triangles,
Fig. 4a). The second simulant, an elastic fluid mimicking CF-like
mucus, Alg0.8PEO0.29

1M , exhibits G0 greater than G00 over the entire
frequency range (0.1–100 rad s�1) (squares, Fig. 4a). The remain-
ing two simulants, mimicking normal mucus, Alg1.0PEO0.5

300k and
Alg0.5PEO1.1

100k, have different compositions but exhibit nearly
identical viscoelastic behavior (circles and diamonds, Fig. 4a).
Note that the Alg–PEO system is not a gel or near gel point as there
are no crosslinks. Instead, it is simply a mixture of two polymers
in buffer. The system is not a perfect replacement for mucus
rheology but allows for dissecting roles of elastic and viscous
moduli in bacteria transport in complex fluids.

In the mucus simulant with the lowest elasticity (Alg0.5PEO0.4
1M),

the bacteria primarily exhibits rapid circular motion, as shown
by the representative trajectories in Fig. 4b(i) and Video S12;
this behavior is similar to that observed in low viscosity,
Newtonian LB buffer (Fig. 3a(i)). As expected, in the highly
elastic mucus simulant (Alg0.8PEO0.29

1M ), most bacteria are confined
locally, with a displacement less than twice the bacterium’s
body size (2 mm) within the field of view (Fig. 4b(iv)), as shown
by Video S13. These differences are further confirmed by the more
than 10-fold difference in the average MSD of P. aeruginosa, as
indicated by the thick red and black lines in Fig. 4c.

In the mucus simulant with intermediate elasticity (Alg1.0-

PEO0.5
300k), P. aeruginosa primarily exhibits linear, directional

motion (Fig. 4b(ii)), as shown in Video S14. Interestingly, in
another mucus simulant (Alg0.5PEO1.1

100k) with a different poly-
mer composition but nearly the same intermediate elasticity,
most bacteria exhibit linear, directional motion (Fig. 4b(iii) and
Video S15). Quantitatively, the average MSD for the bacteria in
these two mucus simulants is nearly identical, as shown by the
thick green and blue lines in Fig. 4c. These results demonstrate
that the bacteria transport is determined by the flow properties,
rather than the composition of the complex fluids, and that
elasticity plays a critical role in facilitating the directional
transport of P. aeruginosa.
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2.5 Higher viscosity induces P. aeruginosa confinement but
does not change motion type

Next, we explore the roles of viscosity in the transport of
P. aeruginosa in complex fluids. By tuning the concentration
and MW of alginate and PEO, we create three mucus simulants,
all of which have a storage modulus at the lowest frequency
(0.1 rad s�1) of approximately 30 mPa (filled symbols, Fig. 5a),
comparable to that of normal mucus (solid lines, Fig. 2e).
Importantly, for all mucus simulants, the elastic modulus
exhibits nearly the same frequency dependent behavior over
the entire frequency range (0.1 to 100 rad s�1) (empty symbols
in Fig. 5a). By contrast, the viscous modulus varies widely,
ranging from B15 mPa to 300 mPa at 0.1 rad s�1, as shown by
the empty symbols on the left of Fig. 5a. Specifically, the mucus
simulants can be categorized into three groups: (1) a highly
viscous liquid, Alg1.5PEO3

300k, where G0 is more than 10 times
lower than G00 (with G00/G0 B 10, diamonds, Fig. 5a); (2) a liquid
with intermediate viscosity, Alg1.0PEO2.5

100k, where the G00 is
slightly greater (3–5 times) than G0 over the entire frequency
range (triangles, Fig. 5a); and (3) a low viscosity liquid,
Alg0.5PEO1.1

100k, where G00 is comparable to G0 at relatively high

frequencies (41 rad s�1) but becomes lower than the G0 at low
frequencies (circles, Fig. 5a).

We find that bacteria exhibit no circular motion regardless
of viscosity, but their transport speed decreases dramatically in
mucus simulants with higher viscosity (Fig. 5b). Specifically, in
the simulant with the highest viscosity (Alg1.5PEO3

300k), the
bacteria are locally confined (Fig. 5b(iii) and Video S16), with
an MSD less than 1 mm2 within 50 s (thick green line, Fig. 5c).
In the simulant with intermediate viscosity (Alg1.0PEO2.5

100k),
most bacteria exhibit long-range, directional motion, while
B20% bacteria remain confined (Fig. 5b(ii) and Video S17).
This bimodal motility is similar to that observed in both
normal and pathological mucus (Fig. 3a(ii)–(iv)). However, the
bacteria only move by their body size with an MSD of B1 mm2

within 1 s, much less than that in normal mucus (MSD B 50 mm2

at 1 s). By contrast, in the mucus simulant with the lowest
viscosity (Alg0.5PEO1.1

100k), the bacteria exhibit markedly faster
directional transport, with an MSD of 10 mm2 within 1 s
(Fig. 5b(i) and Video S15). These results indicate that higher
viscosity slows down bacterial transport speed but does not
alter the type of motion (Fig. S8). Collectively, our findings

Fig. 4 Elasticity is critical to directional transport of P. aeruginosa in complex fluids. (a) Storage and loss moduli of mucus simulants with nearly the same
loss modulus but different storage modulus. The mucus simulants are made by two polymers, alginate and polyethylene oxide (PEO): AlgxPEOy

z, in which
x and y are, respectively, the concentration of alginate and PEO in % (wt/vol), and z denotes the MW of the PEO in g mol�1. (b) Representative trajectories
for bacteria in each of the mucus simulants: (i) Alg0.5PEO0.4

1M , (ii) Alg1.0PEO0.5
300k, (iii) Alg0.5PEO1.1

100k, and (iv) Alg0.8PEO0.29
1M . We tracked four confocal

microscopy videos for Alg0.5PEO0.4
1M, six videos for Alg1.0PEO0.5

300k, five videos for Alg0.5PEO1.1
100k, and seven videos for Alg0.8PEO0.29

1M . More elastic mucus
simulants promote directional linear motility of bacteria but traps the bacteria when it becomes highly elastic. (c) Average MSD of PA14 in mucus
simulants. Each average (thick solid lines) is based on at least 200 trajectories (thin lines).
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suggest that the motion type of P. aeruginosa is primarily deter-
mined by the elasticity of complex fluids, rather than their viscosity.

3. Discussion and conclusion

Bacteria living in mucus have formed an evolutionary partner-
ship with us to enable robust mucosal defense. When forming
colonies, however, they are also the cause of infection and
disease. Existing studies largely rely on reconstituted mucus,19

purified mucins,46 or commercially available mucins,47 which
we demonstrated have properties dramatically different from
that in a native state.21 This is largely because mucus is a very
delicate biological hydrogel with properties sensitive to bio-
chemical treatments and aggressive processing. The biophysi-
cal properties such as viscoelasticity and osmotic pressure of
human airway mucus are determined by two secreted gel-
forming mucins, MUC5B and MUC5AC. The gel-forming
mucins interweave via physical entanglements and hydropho-
bic associations among globular domains. These associations
can dissociate upon mechanical shear imposed by cilia beating,
such that mucus can flow like a liquid during mucus clearance.
Moreover, the associations can be altered by chemical reagents
such as surfactants, as well as by pH,48 leading to the change of
mucus viscoelasticity and biophysical properties. For instance,

typical studies of mucins are performed after extraction and
purification, which involve using highly denaturing solvents
(e.g., 6-M guanidinium chloride) to solubilize mucus;49 this
process transforms native mucus from a viscoelastic gel to a low
viscosity liquid. Additionally, our previous studies21 showed
that the osmotic pressure of reconstituted human airway
mucus, measured using a membrane osmometer, decreases
markedly with the increase of the MWCO of the semipermeable
membrane. By contrast, regardless of concentration, native
human airway mucus exhibits an osmotic pressure nearly
independent of the membrane MWCO (Fig. S9). Such a marked
difference in both viscoelasticity and osmotic pressure
indicates that it is essential to maintain mucus at its
native state.

In the context of mucus clearance, the observed increase in
mucus elasticity at pathological concentrations (Fig. 2c) is
consistent with recent biological discoveries and clinical obser-
vations. We previously discovered that cilia are beating in a
frictionless gel21 rather than a conventionally thought low
viscosity liquid.50 The gel is formed by membrane-spanning
mucin-type glycoproteins51 and large, linear mucopoly-
saccharides52 densely grafted onto cilia, structurally reminis-
cent of the bottlebrush for cleaning lab glassware but on a
molecular scale. This mucus gel-on-brush model unifies the
pathogeneses of mucus obstructive lung diseases, in which
concentrated mucus generates an osmotic pressure that
depletes water from the brush-like gel and thus physically
collapses cilia.21 Moreover, by sampling nearly 1000 patients,
subsequent clinical studies confirmed that mucus osmotic
pressure is a biophysical marker of chronic bronchitis.3 In
addition to elevated osmotic pressure, increased mucus elasti-
city may further impair mucus clearance, which requires mucus
to flow like a liquid. The combination of the collapse of cilia
and increased mucus elasticity results in mucus stasis, which is
a hallmark of mucus obstructive lung diseases.

The dramatic difference between bacterial motility in nor-
mal and pathological mucus highlights the important roles of
mucus in the formation of bacterial colonies. In normal mucus,
P. aeruginosa are not confined but exhibit a rapid motion, with
an average swimming speed 43.1 � 1.4 mm s�1 comparable to
that 44.5 � 1.0 mm s�1 in LB medium. This behavior is some-
what consistent with previous findings that mucin biopolymers
tend to promote the surface motility of P. aeruginosa, prevent-
ing the formation of biofilms.53,54 By contrast, in pathological
mucus, P. aeruginosa are trapped and exhibit minimum dis-
placement. This behavior is reminiscent of classical biofilm
formation process, in which bacteria switch lifestyle from
swarming to nonmotile upon adhering to a solid substrate.55

Yet, the major difference is that there is no solid substrate
within the mucus gel. Thus, one possible explanation is that
bacteria are physically trapped by the tight mesh of highly
elastic pathological mucus hydrogel. Another possible explana-
tion is that pathological mucus suppresses the expression of
genes-encoded proteins, including fliC that encodes flagellin,
involved in flagellum-mediated motility.56 Note that although
the shut-off of flagellin is rapid, with 80% reduction of fliC

Fig. 5 Higher viscosity induces confinement of bacteria but does not alter
their motion type. (a) Mucus simulants with nearly the same storage
modulus but different loss modulus. (b) Representative trajectories for P.
aeruginosa in the mucus simulants: (i) Alg0.5PEO1.1

100k, (ii) Alg1.0PEO2.5
100k, and

(iii) Alg1.5PEO3.0
300k. More viscous simulants reduce PA14 motility towards

confinement, but do not induce changes in motion type. (c) MSD of
bacteria in mucus simulants. Thick lines represent the average MSD based
on at least 200 trajectories (thin lines).
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mRNA within 2 hours of exposure to sputum from CF
patients,56 this time scale is much longer than that in our
experiments (o30 min). Moreover, P. aeruginosa may sense the
extent of surface stiffness via retraction of type IV pili,57 which
are important for P. aeruginosa virulence through type IV pili-
mediated virulence pathways.58,59 It would be interesting to
determine whether trapping P. aeruginosa within mucus hydro-
gel triggers the change of bacteria phenotype55 and induces the
expression of virulence genes.60

An intriguing observation is that as a single flagellum
bacterium, P. aeruginosa exhibits circular motion in a low
viscosity, Newtonian LB buffer. This circular motion occurs in
bulk liquid. By contrast, classical understanding is that bacteria
swim in clockwise circular motion near a solid boundary.61

When a singly flagellated bacterium swims in a viscous liquid,
its helical flagellum rotates. Simultaneously, to balance the
torque generated by the flagellum rotation, the cell body rotates
in the opposite direction. Near a solid surface, however, the
viscous liquid closer to the boundary exerts more hydrody-
namic drag on a moving object than the one further away.
Thus, both the rotating cell body and flagellum experience a
non-zero net lateral drag force near the solid boundary but
along opposite directions. This generates a non-zero net torque
that constantly alters the direction of bacterial swimming,
resulting in circular motion of bacteria near an interface. The
boundary effects on bacterial motion become amplified at
small bacteria-substrate distance (o 200 nm)56 but diminish
as the distance is greater than 10 mm,62 approximately 10 times
of bacterial body length. In our experiments, the bacteria-
substrate distance is B50 mm (Fig. S2), and we have confirmed
the circular motion through multiple independent measure-
ments. Moreover, the unexpected circular motion occurs not
only in the LB buffer but also in a highly viscous mucus
simulant (Alg0.5PEO0.4

1M) (Fig. 4b(i)); this mucus simulant has a
complex viscosity more than 40 times of water and exhibits G0

more than 10 times lower than G00 across the entire probing
frequency range from 0.1 to 100 rad s�1 (triangles, Fig. 4a). The
difference is that the average diameter of the circular trajec-
tories is 8.6 � 0.4 mm in the mucus simulant (Fig. S10a); this
value is significantly lower than 17.9 � 0.5 mm in LB medium
(Fig. S10b). Moreover, the observed diameter in the bulk LB
medium is slightly lower than the lower end for the distribution
of diameter for E. coli near interfaces (20–100 mm).61–64 Since
single-flagellated bacterium can turn by exploiting bulking of
its hook connecting the flagellum filament and the cell body,65

quantifying the axis misalignment between flagellum and cell
body might provide insights into the mechanism of circular
motion. Nevertheless, our findings lead to an open question
on the mechanisms of circular motion of single-flagellated
bacterium in bulk viscous liquids.

The most interesting, perhaps striking, finding is that elas-
ticity promotes the directional, linear motion of P. aeruginosa
in highly viscoelastic normal mucus and complex fluids.
This conclusion is based on manually counting all bacterial
trajectories, as no reliable algorithm exists to automatically
classify transport modes. An alternative approach to assess

directionality is to introduce a ‘‘straightness’’ parameter, defined
as the ratio of end-to-end displacement to the total path length or
the sum of each step between frames. A value approaching 1
indicates highly directional motion. Although this metric may
underestimate the fraction of linear trajectories (e.g., back-and-
forth linear motion and half circles), the results are qualitatively
consistent with manual counts (Fig. S11 and S12).

Although it has yet to be elucidated the biological mecha-
nism of elasticity-enhanced bacterial motility, our discovery has
far-reaching implications in bacterial motility in complex
fluids. Decades of research have demonstrated that viscoelas-
ticity plays a critical role in bacterial motility in complex
fluids.66–69 For instance, it was found that Helicobacter pylori,
a bacterium that lives in stomach mucus, produces chemicals
to elevate the pH of mucin gel; this reduces the viscosity of its
local environment and, therefore, allows bacterial motility in
porcine gastric mucin solutions.70 In synthetic high MW poly-
mer solutions, by measuring the average speed of flagellated
bacterial species including P. aeruginosa, it was found that
bacteria exhibit maximum swimming velocity in solutions of
B2 mPa s (about twice of water viscosity) and becomes immo-
bilized in solution of high viscosity (460 mPa s). However, this
widely accepted view was challenged by a recent study, which
shows that there is no such non-monotonic dependence of
bacteria motility on solution viscosity.66 It was proposed that
motion of flagellated bacteria is primary due to the fast-rotating
flagella, which experience a lower viscosity than the cell body
because of local shear-thinning of polymer solutions.66

In colloidal suspensions, the hydrodynamic interaction
between individual bacterium and the suspended microparti-
cles reduces bacterial wobbling, which in turn enhances bac-
teria motility.71 Nevertheless, in these complex fluids, the
viscous and elastic moduli are intrinsically coupled. By con-
trast, our mucus simulants are composed of low and high MW
linear polymers that can form reversible hydrogen bonds,
enabling truly decoupled viscous and elastic moduli. These
mucus simulants may provide a model system for probing the
challenging physics of bacterial motility in non-Newtonian
fluids.

In summary, we have studied the motility of P. aeruginosa in
normal and pathological native human airway mucus. In the
non-Newtonian, highly viscoelastic normal mucus, the bacteria
primarily exhibit a directional, linear motion with a speed
comparable to that in a Newtonian, low-viscosity physiological
buffer. By contrast, elastic, concentrated pathological mucus
traps bacteria, reducing their motility by more than 10-fold.
By engineering mucus simulants with decoupled viscosity and
elasticity, we discover that elasticity, rather than viscosity,
determines the type of bacterial transport. Slightly more elastic
fluids induce a transition in bacterial motility from primarily
circular, non-directional to linear, directional motion. By con-
trast, increasing viscosity slows bacterial transport speed but
does not change their motion type. We note that our studies are
restricted to the transport of individual bacterium in 2D space.
Resolving detailed motion of flagellum72,73 and cell body
in three-dimensional (3D) space74–76 may provide additional
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insights into bacterial transport in mucus. Additionally, our
mucus simulants are composed of simple linear polymers.
However, mucins are a kind of bottlebrush biopolymer, featur-
ing a large polypeptide backbone that is heavily glycosylated
with many sugar chains.51,77,78 It would be interesting to use
bottlebrush polymer solutions as mucus simulants to explore
the roles of bottlebrush molecular architecture on bacteria
transport.79–81 In the context of clinical relevance, it would be
important to explore how bacteria/mucus as a composite gel
impacts the efficiency of mucociliary clearance.21,82,83 In the
context of soft matter physics, bacteria as an active matter often
exhibit emergent behavior as a collective.84–89 It would be
worthwhile to explore the roles of elastic modulus on the
collective behavior of bacteria in complex fluids. Nevertheless,
our results collectively show that elasticity promotes directional
transport of P. aeruginosa in native human airway mucus and
complex fluids. This discovery not only provides new insights
into the roles of mucus in bacterial infection and mucosal
defense but also opens new research directions in active matter
in complex fluids.74,89–91
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