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Enzymes capable of performing selective chemical transformations under benign and environmentally
friendly conditions are attractive alternatives to synthetic catalysts. The inherent instability of many
enzymes is, however, an impediment to their widespread application. Here, we demonstrate that
biomimetic crystallization provides a route to metal—organic framework (MOF)-enzyme composites that
are stable in aqueous and organic solvents, and can be reused over multiple reaction cycles. We show

that for silicatein, an enzyme with established stability challenges, this approach extends the enzymatic
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Introduction

1-4

Enzymes are attractive alternatives'™ to synthetic small-
molecule catalysts which frequently employ organic solvents,
elevated temperatures, and precious metals, and thus compro-
mise industrial and governmental sustainability goals.>®
Despite the benefits of enzyme-catalyzed transformations, many
valuable enzymes are yet to be translated into industrial settings
due to the high costs arising from lack of enzyme reusability
and a requirement for specific storage and/or reaction condi-
tions. Silicatein, a naturally derived enzyme capable of cata-
lyzing Si-O bond hydrolyses and condensations, is an
established biotechnological target. Specifically, silicatein
facilitates the synthesis of organosiloxanes™ and crystalline
metal oxides®°® - materials with extensive applications in
cosmetics, optics and catalysis."* Application of silicatein in
chemical synthesis is, however, yet to be realized due to its
propensity to aggregate and precipitate from solution.”** To
date, a variety of biochemical approaches have been investi-
gated to improve the solubility of silcatein, with the most
effective approach being the formation of a fusion protein of
trigger factor (TF) and silicatein (TF-Sila).”*>** However, despite
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inclusion of the solubility tag, TF-Sila is still prone to oligo-
merization." Accordingly, the availability of a silicatein prepa-
ration that is robust and generically applicable remains unmet.

Biomimetic crystallization is emerging®*® as a promising
materials approach to protein stabilization, with reports
detailing the enhanced thermal, chemical and biological
stability of enzymes following encapsulation and the potential
for enzyme reuse following multiple catalytic cycles."®* Here,
we report the production and characterization of two TF-
Sila@MOF composites derived from a zeolitic imidazole
framework, ZIF-8, and a dicarboxylate-based MOF, Zn-BDC-NH,
(Fig. 1). These Zn-based MOFs were selected for enzyme
immobilization due to their established biocompatibility and

TF-Silo@ZIF-8
’l « Poor aqueous stability
« No catalytic activity

H,O, r.t.
TF-Silo@Zn-BDC-NH,

+ Good aqueous stability

+ Good thermo- and solvostability

+ Good catalyst

TF-Sila
« Poor aqueous stability

Risi0—{ )+ MO === Rysi-0H + HO—@R'

Fig.1 Schematic of biomimetic crystallization of TF-Sile in ZIF-8 (top,
red) and Zn-BDC-NH, (bottom, blue). Catalytic activity of encapsu-
lated enzyme shown in blue box.
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lack of toxicity,”** factors which minimize the risk of protein
denaturation and will enable translation of these materials into
sustainable chemical synthesis** and therapeutic settings.****
Whilst TF-Sila@ZIF-8 shows negligible catalytic performance,
TF-Sila@Zn-BDC-NH, demonstrates comparable catalytic
performance to the native TF-Sila,, in addition to benefitting
from enhanced enzyme stability, ease of recycling and reduced
long-term storage requirements.

Here, we demonstrate that proteins with unmet solubility
and stability challenges can be encapsulated within MOFs and
the protective framework enables reuse of the enzyme as well as
elongation of its half-life at room temperature by 4.4-fold.

Results and discussion
Biomimetic crystallization of TF-Sila

Initial experiments set out to evaluate MOF formation with TF-
Silee in the presence of zine(n) nitrate and two separate organic
linkers, 2-aminoterephthalic acid and 2-methylimidazole,'*>*
with the aim of producing TF-Sila@Zn-BDC-NH, and TF-
Sila@ZIF-8, respectively. These ligands were chosen as they had
been previously reported to be capable of generating framework
materials with tunable properties including particle size,
protein loading and hydrophobicity, each of which affects the
encapsulated protein's catalytic performance.” Following
established protocols,®**?* we combined solutions of zinc(u)
nitrate, the appropriate organic linker and freshly isolated TF-
Sila (SI Section S3). The isolated precipitates were washed with
water and methanol and then analyzed to determine their
crystal structure, particle size, morphology, and to confirm the
presence of Sila.

Enzyme encapsulation in Zn-BDC-NH,

Firstly, the encapsulation efficiency (EE, percentage of encap-
sulated protein) and loading content (LC, weight-percentage of
protein in MOF) were calculated by quantifying the residual
protein in the supernatant. In TF-Sila@Zn-BDC-NH, high EE
values were achieved (96%), with LC values of approximately
10% (Table S3), which compares favorably with EE and LC
values reported for other enzyme@MOF composites reported in
the literature.'***>°

The Zn-BDC-NH,, biocomposite was then characterized using
vibrational spectroscopy (FTIR), thermogravimetric analysis
(TGA) and energy dispersive X-ray (EDX) spectroscopy. The FTIR
spectrum for TF-Sila@Zn-BDC-NH, included a peak between
1600 and 1690 cm ™ '(Fig. S14a) that would be consistent with
the amide I band from the protein.”® However, the carboxylate
stretch in the parent Zn-BDC-NH, MOF also appeared in this
region of the spectrum and thus could not confirm the incor-
poration of TF-Sila.. Closer inspection of the second-derivative
FTIR spectrum (Fig. S15a and c) revealed that TF-Sila@Zn-
BDC-NH, retained peaks attributed to o-helical peptide
sequences (1659, 1652, and 1645 cm '), these peaks were
absent in the pristine MOF providing further evidence of
protein encapsulation (Fig. S15a and c). As evidenced by the
second-derivative FTIR spectrum, the characteristic secondary
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structures of TF-Sila including a-helice and B-sheets were
preserved,* indicating the protein retained its conformation
upon immobilization. This result was supported by CD spec-
troscopy experiments (Fig. S16a) which evaluated potential
changes in the protein structure during the MOF nucleation
process.*® CD spectra recorded for TF-Sila in the presence and
absence of the BDC-NH, ligand were comparable (Fig. S16a),
with both spectra clearly displaying a-helical features.

TGA of TF-Sila@Zn-BDC-NH, revealed a three-step weight
decrease (Fig. S17). By comparison to previous reports of pro-
tein@MOF TGAs,*"** the initial mass loss at lower temperatures
(T < 200 °C) was attributed to water evaporation from the
framework, followed by loss of the protein between 200 and
400 °C, with mass loss above 400 °C being attributed to MOF
decomposition.*® For TF-Sila@Zn-BDC-NH, a 20% weight loss
was found from 300 to 400 °C, whilst only 12% mass reduction
was observed for the parent Zn-BDC-NH, in the absence of
protein, which was attributed to BDC-NH, linker decomposi-
tion (SI Fig. S17c and d). Thus, this difference in the mass loss
(i.e. 8%) could be assigned to the loss of TF-Silee. However, as the
protein loading and residual solvent content in the bi-
ocomposite vary amongst batches (Table S3), TGA only offers an
estimation of the enzyme@MOF composition. Additionally, the
EDX spectra for the TF-Sila@Zn-BDC-NH, particles clearly
indicated signals corresponding to sulfur (Fig. S18), which must
originate from cysteine residues within the TF-Silo.

To determine protein localization within the MOF particles,
a fusion protein comprised of TF-Sila and enhanced green
fluorescence protein (TF-Sila-eGFP) was produced and encap-
sulated within the MOF. The TF-Sila-eGFP@Zn-BDC-NH, was
assembled using analogous procedures to those previously
employed, and no significant differences in the PXRD patterns
(Fig. S31b) were recorded (see discussion below; Fig. S31)
indicating no changes to the MOF structure following intro-
duction of the eGFP domain. The biocomposite was then
imaged by confocal laser scanning microscopy (CLSM) and co-
localization of the MOF particles and green fluorescence was
observed (Fig. 2). Subsequent optical sectioning of the MOF

Fig. 2 Confocal laser scanning micrograph of TF-Sila-eGFP@Zn-
BDC-NH,; (a) dark field excited at 488 nm, (b) bright field, and (c)
merged. Confocal laser scanning micrograph of TF-Sila-eGFP on Zn-
BDC-NH,: (d) dark field excited at 488 nm, (e) bright field and (f)
merged.

© 2026 The Author(s). Published by the Royal Society of Chemistry
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particles showed that the fluorescence corresponding to the
eGFP domain was present uniformly throughout all sections
(Fig. S20 and S23), which is consistent with protein impregna-
tion within the MOF structure. In contrast, control experiments
in which TF-Sila-eGFP was mixed with preformed Zn-BDC-NH,
particles resulted in the formation of aggregates with non-
fluorescent cores indicative of protein binding exclusively on
the surface of the MOF (Fig. 2, S24).

Topology and morphology of TF-Sila@Zn-BDC-NH,

The materials precipitated following biomimetic crystallization
were also characterized using single-crystal electron diffraction
(3D ED), PXRD, DLS and SEM. Three single crystals of TF-
Silo@Zn-BDC-NH, were selected under cryogenic conditions
for electron diffraction analysis (SI S4.5). Solution and refine-
ment of the data supported formation of a previously reported
2D layered MOF structure.>® In this MOF, each zinc(u) ion is
bound to three BDC-NH, linkers and two water molecules, with
the water protons directed out into the interlayer space
(Fig. S25). The PXRD pattern (Fig. 3a) of the bulk material was
consistent with the single-crystal data and no features corre-
sponding to the protein were observed in either the 3D ED or
PXRD data sets, which is consistent with a disordered
arrangement of TF-Sila within the crystalline MOF. Moreover,
the TF-Sila@Zn-BDC-NH, diffraction patterns appeared iden-
tical to those of the parent structure lacking protein, Zn-BDC-
NH,, implying that enzyme incorporation did not influence the
long-range order of this MOF (Table S6).

The crystal size and shape distributions were also studied by
DLS and SEM. DLS data showed two distinct populations of TF-
Sile@Zn-BDC-NH, crystals centered at hydrodynamic diame-
ters (Dp) of 172 nm and 1.0 um (Fig. S33). SEM images of TF-
Sila@Zn-BDC-NH, (Fig. 3b) displayed plate-shaped crystals
with average diameters of around 1-3 pm, alongside some
smaller nanoparticles, consistent with the DLS results.

Synthesis and characterisation of TF-Sila@ZIF-8

As a comparison, TF-Sila@ZIF-8 was also prepared since ZIF-8
is one of the most studied MOFs for biomimetic crystallization.
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——TF-Silc@ZIF-8
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This biocomposite also shows relatively high EE (86%) and LC
(14%) compared to reported enzyme@MOF
systems.'®**?*° In FTIR spectra, an amide I band*® was found at
1670 cm™ " which is absent in the spectrum of the enzyme-free
ZIF, indicating TF-Silae incorporation. Second derivative anal-
ysis of the FTIR spectrum indicates a redshift (4-7 cm™") of o-
helical peaks, consistent with protein-MOF interactions,** but
overall the peaks corresponding to secondary structure are
preserved, supporting retention of the protein structure upon
ZIF-8 encapsulation (Fig. S15b and d). This result is consistent
with CD experiments which indicate retention of o-helical
features during mixing of TF-Sila with 2-methylimidazole, as
occurs during MOF nucleation® (Fig. S16b). TGA suggests no
significant mass loss for pure ZIF-8 between 200 and 350 °C. In
contrast, a 9.5% weight loss was observed across this temper-
ature range for TF-Sila@ZIF-8, corresponding to protein
degradation. The EDX spectrum of the MOF particles also
exhibited a sulfur signal that further confirmed enzyme incor-
poration. As with the TF-Sila@Zn-BDC-NH, composite,
confocal micrographs of TF-Sila-eGFP@ZIF-8 indicated
uniform fluorescence throughout all optical sections (Fig. S19
and S20), supporting the protein encapsulation within the MOF
rather than adsorption on to its surface.

The topology and morphology of TF-Sila@ZIF-8 were also
investigated. The PXRD pattern showed a primary topology of
sodalite® (78.5%) with the peak at 11 degrees 26 (Fig. S27 and
S28) indicating a minor component of ZIF-CO;-1 (21.5%) within
the mixture.®® In contrast, the attempted synthesis of ZIF-8 in
the absence of TF-Sila, but under otherwise identical condi-
tions, occurred over a longer timeframe, gave lower isolated
yields, and the PXRD patterns indicated the exclusive formation
of ZIF-L (ref. 37 and 38) (Fig. S26). SEM revealed leaf-like
particles of this material which also corresponds to the char-
acteristic morphology of ZIF-L*” (Fig. S36). This result is
consistent with previous reports where the ZIF-8 sodalite
topology is favored over other crystalline forms when proteins
that promote biomimetic crystallization are present.** The
particle size distribution was further investigated with DLS. In
contrast to TF-Silu@Zn-BDC-NH,, TF-Sila@ZIF-8 exhibited
a large size polydispersity, with hydrodynamic diameters (Dy,)

values

Fig. 3 Topology and morphology study. (a) PXRD patterns of simulated ZIF-8 (from ref. 35), TF-Sila@ZIF-8, synthesized Zn-BDC-NH, and TF-
Sila@Zn-BDC-NH,. The PXRD pattern for TF-Sile@ZIF-8 is consistent with primarily a sodalite structure with small amount (21.5%) of ZIF-COs-1
mixture (marked with asterisk*). The PXRD patterns for Zn-BDC-NH,, both in the presence and absence of TF-Sila, correspond with a known 2D
layered MOF structure (ref. 26). SEM images of (b) TF-Sila@Zn-BDC-NH, plates and (c) three-dimensional TF-Sile@ZIF-8 crystals.

© 2026 The Author(s). Published by the Royal Society of Chemistry
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ranging from 200 nm to 20 um (Fig. S33). SEM images of TF-
Sila@ZIF-8 revealed three-dimensional particles, similar to the
rhombic dodecahedron morphology as previously reported,*
and particle sizes were observed around 200 nm (Fig. 3c and
$35). This difference in the apparent sizes from the two analyses
was attributed to particle aggregation due to the hydrophobic
nature of ZIF-8.>

Catalytic performance of encapsulated TF-Silo

To quantify the enzymatic activity of the immobilized TF-Sila
with regard to Si-O bond hydrolysis, a colorimetric assay
involving the hydrolysis of the chromogenic substrate tert-
butyldimethyl(2-methyl-4-nitrophenoxy)silane (TBDMS-
OMeNp)*"* was performed (Fig. 4a). Here, hydrolysis of the
scissile bond results in the release of a highly absorbing nitro-
phenolate that can be quantified by UV-Vis spectrophotometry.
In these assays, the TF-Sila@Zn-BDC-NH,, particles maintained
an apparently stable colloid for over 20 hours (Fig. S38) and the
hydrolytic activity could be measured with a high degree of
reproducibility (Fig. 4b and S40). In contrast, in analogous
experiments the TF-Sila@ZIF-8 particles precipitated rapidly
resulting in large measurement errors (Fig. S38). The recorded
hydrolytic activity was, however, consistent with background
hydrolysis from the MOF and did not support any enzymatic
activity (Fig. S39).

Since the overall reaction rate is dependent on both
substrate diffusion within the matrix and the enzyme activity,

\ <)
Dpron + °Q"°z
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TF-Sila@Zn-BDC-NH, (
N N
~o /© j' oH octane, 95 °C, 72h j' °
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TF-Sila@Zn-BDC-NH,

a \
%—Si-o—g >—NoZ
/
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pH 8.5, 22 °C, 20h

b TF-Sila TF-Sila@Zn-BDC-NH,
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Fig. 4 Catalytic performance of free and encapsulated TF-Sile. (a)
Schemes representing the hydrolysis (top) and condensation reactions
(bottom). (b) Apparent kinetic parameters of free (ref. 30) and encap-
sulated TF-Silee catalyzing the hydrolysis of TBDMS-OMeNp. Results
are averaged from 3 measurements (c) Percentage conversions of 3-
methoxyphenol to triethyl(3-methoxyphenoxy)silane. The reaction
was catalyzed by lyophilized or encapsulated TF-Sile (loading content
10% or 25%) and their negative controls (lyophilized buffer and pure
MOFs). The total TF-Silae concentration in the lyophilised and encap-
sulated TF-Sile preparations was kept constant at 67 pM in the reaction
mixtures.
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the effectiveness factor was calculated to identify any differ-
ences between the mass transfer in TF-Silu@Zn-BDC-NH, and
the free enzyme.*»** It was found that there was no significant
change in effectiveness factor (Table S7) when increasing the
substrate concentration from 20 uM to 60 uM, suggesting that
mass transfer limitations are insignificant. The Michaelis-
Menten model of enzyme kinetics could therefore be applied to
these enzyme@MOF systems.**** The apparent Michaelis—
Menten kinetic parameters Ky, kcar and ke./Ky were deter-
mined and compared with parameters obtained for the free
enzyme** (Fig. 4b). It was found that the apparent k., for TF-
Sila@Zn-BDC-NH, was similar but slightly slower than for the
free TF-Sila. The apparent substrate binding was, however,
improved upon encapsulation as evidenced by lower Ky
compared to free TF-Sila.. The reduced Ky, value might indicate
reduced conformational freedom of the enzyme upon encap-
sulation that enhances enzyme-substrate affinity.’**¢

Overall, TF-Sila@Zn-BDC-NH,, displays comparable hydro-
lysis activity to free TF-Sila as indicated by the similarity in the
catalytic efficiency (kca/Kv) values. The observation that TF-
Silo@Zn-BDC-NH, outperforms TF-Sila@ZIF-8 in catalysis is
attributed to the 2D layered structure of the former, which
facilitates substrate diffusion between the interlayer spaces and
renders the encapsulated enzyme more accessible. This is
consistent with previous reports which highlight substrate
diffusion as a key challenge for three-dimensional MOF
structures.*”*®

Next, the condensation activity of the immobilized enzyme
was compared with the lyophilized TF-Sila.*” Here, a model
reaction involving 3-methoxyphenol and triethylsilanol as
substrates was investigated (Fig. 4a). The condensation product
was quantified by GC-MS following 72 hours heating at 95 °C in
octane. The thermal and chemical robustness of the TF-
Sila@MOFs enabled their direct use in the reaction. Both
lyophilized and encapsulated enzyme gave higher conversions
compared to the negative control groups consisting of either the
additives used to prepare the lyophilized enzyme (phosphate
buffer salts and 18-crown-6) or the MOF alone without enzyme
(Fig. 4c). It was found that increasing protein loading (LC) from
10% to 25%, increased the reaction conversion by two-fold (22
to 43%) even at equivalent quantities of enzyme.

As a comparison, TF-Sila@ZIF-8 at 10% LC showed 26%
conversion, similar to TF-Sila@Zn-BDC-NH,. However, control
studies with ZIF-8 alone gave a 6% conversion, attributed to
general base catalysis by its 2-methyl imidazole linkers
(Fig. S42). Overall, TF-Sila@Zn-BDC-NH, retained both hydro-
lysis and condensation activity and when the protein loading in
the MOF was properly tuned TF-Sila@Zn-BDC-NH,, retained
~70% of the activity observed for TF-Sila in both reactions.

Stability and reusability of TF-Sila@Zn-BDC-NH,

As encapsulation has been shown to improve protein stability
under conditions that are not ordinarily biocompatible'*?”** TF-
Sila@Zn-BDC-NH, was next evaluated to see if this material
exhibited enhanced thermal and chemical stability. Here, the
TF-Sila free enzyme and TF-Sila@Zn-BDC-NH, were both

© 2026 The Author(s). Published by the Royal Society of Chemistry


http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d5sc05521k

Open Access Article. Published on 15 December 2025. Downloaded on 2/12/2026 12:59:54 PM.

Thisarticleislicensed under a Creative Commons Attribution 3.0 Unported Licence.

(cc)

Edge Article

o

a
[ TF-Sila [ TF-Sila: t, = (7.2
140-} 140 g B0
[ TF-Sila@2Zn-BDC-NH, [0 TF-Sila@Zn-BDC

120

1004

=3
o
N

Retained activity (%)
& @

o o

! !

Retained activity (%)

»n
o
n

o
'

control 50°C  80°C dioxane CH,OH THF 0 2 4 6

View Article Online

Chemical Science

Cc
L0 e
NH, t,, = (32.2 £ 5.8)days 140+
120
< 100 -
2
2
g 80
©
o
2 60
]
[}
© 404
20
0+
8 10 13 16 27 1 2 3 4 5 6 7 8 9 10
Day Cycle

Fig. 5 Stability and reusability investigation. (a) Relative activity of TF-Silae and TF-Sila@Zn-BDC-NH, after exposure to elevated temperature or

organic solvents for 2 h. (b) Retained activity of TF-Silee and TF-Sila@Zn-

BDC-NH, as a function of time when stored in buffered solution at room

temperature. The half-life of free and encapsulated enzyme at 20 °C is found to be 7.3 + 0.4 days and 32.2 + 5.8 days, respectively. The activity

was calculated as the initial rate during first 100 minutes, and the non-tr
of recycled TF-Sila@Zn-BDC-NH, over ten cycles; results are averaged

exposed to elevated temperatures (50 °C and 80 °C) or the
organic solvents dioxane, methanol and THF (as representative
examples of non-polar and polar solvents) for 2 hours prior to
measuring their hydrolytic activity (see S5.6). PXRD analysis
following heat or solvent treatment confirmed no structural
degradation of the MOF had taken place under any of the
conditions.

In terms of thermotolerance, little difference in the hydro-
lytic activity between the encapsulated and free enzyme was
observed at 50 °C. Enhanced stability was, however, clearly
demonstrated for the encapsulated proteins that had been heat-
treated at 80 °C for 2 h, whereby the free silicatein lost 80% of its
hydrolytic activity relative to the untreated TF-Sila control
whilst the encapsulated enzyme exhibited only a minor reduc-
tion in activity (~10%, Fig. 5a).

Similarly, enhanced chemical stability was observed for TF-
Silo@Zn-BDC-NH, compared with the free enzyme, especially
when treated with the polar solvents methanol and THF
(Fig. 5a). Polar solvents are well documented to disrupt the
secondary and tertiary structures of proteins resulting in loss of
enzymatic activity.*** Here, confinement inside the MOF
restricts protein unfolding, thus inhibiting loss of catalytic
activity.

To investigate the longevity of biocatalytic activity, TF-Silat
and TF-Sila@Zn-BDC-NH,, were stored at room temperature for
16-27 days and their hydrolytic activity was monitored over
time. Whilst a gradual decrease in hydrolytic activity was
observed for the free enzyme over time, no significant loss of
activity for the TF-Sila@Zn-BDC-NH,, was observed in the first
10 days followed subsequently by a gradual decline (Fig. 5b).
Even so, the encapsulated enzyme retained ~70% of its original
activity after 27 days, while the free enzyme showed no activity
after this time. The half-lives (¢;,,) of TF-Silae and TF-Sila@Zn-
BDC-NH, at 20 °C were determined to be to be (7.3 + 0.4) days
and (32.2 + 5.8) days, respectively. This result suggests encap-
sulation elongates the TF-Sila lifetime 4.4-fold and demon-
strates the enhanced stability of TF-Sila@Zn-BDC-NH, over the
native protein.

© 2026 The Author(s). Published by the Royal Society of Chemistry

eated control group was normalized to 100% activity. (c) Relative activity
from three measurements. Error bars represent standard error of mean.

In regard to the ease of recycling of the immobilized enzyme,
the encapsulated enzyme particles were found to be readily
separated by centrifugation post-reaction. These recovered
enzyme@MOF particles were then subjected to nine further
reaction cycles without any significant loss of activity (Fig. 5¢).
Since the free TF-Sila cannot be separated from the reaction
mixture, a comparative experiment was carried out whereby
a solution of TF-Sila was left to stand at 22 °C for different time
periods. These time periods were chosen to correspond to the
amount of time the enzyme would have been exposed to the
enzyme@MOF reaction conditions (0-100 h) prior to hydrolysis,
mimicking the reaction conditions during the catalyst recycling
process. In this case, only 50-60% of the activity was retained
relative to freshly defrosted isolated enzyme (Fig. S43). The ease
of separation and the enhanced stability of the TF-Sila@Zn-
BDC-NH, both, therefore, contribute to its recyclability,
enabling TF-Sila@Zn-BDC-NH,, to be reused under standard
assay conditions for over 10 cycles without any obvious reduc-
tion of bioactivity. In contrast, in absence of the MOF each
aliquot of enzyme must be freshly defrosted prior to use.

Conclusions

Encapsulation of the otherwise unstable protein TF-Sila
through biomimetic crystallization within the 2D layered MOF,
Zn-BDC-NH,, is shown to significantly improve its operational
stability. Specifically in the case of TF-Sila@Zn-BDC-NH,, bi-
ocatalytic activity is retained in both the model silyl ether
hydrolysis and formation reactions, showing that neither the
self-assembly process nor the framework deactivates the
protein. Furthermore, the encapsulated TF-Sila shows
enhanced thermo- and solvostability in comparison to the free
enzyme. Additionally, excellent reusability was demonstrated
over ten catalytic cycles with the half-life of TF-Sila at room
temperature extended 4.4-fold upon MOF immobilization. This
increase in room temperature stability presents opportunities
to improve the stability and practical handling of fragile
proteins, circumventing the need for cold storage for periods as
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long as a week. In contrast, despite being the most extensively
studied biomimetic crystallization material, the TF-Sila@ZIF-8
biocomposite suffered from poor colloidal stability which
negatively impacted its catalytic performance.

Overall, biomimetic crystallization offers a promising
approach to stabilize fragile enzymes for process intensifica-
tion. Future work will look to diversify the range of MOFs
suitable for encapsulation enabling application of this tech-
nology to other sectors including the development of non-toxic
MOFs for use in delivery of therapeutic proteins.
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