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uring reduction of the catalytic
metallo-cofactors of the three nitrogenase
isozymes

Roman Davydov,a Dmitriy A. Lukoyanov, a Derek F. Harris,b Dennis R. Dean,c

Lance C. Seefeldt *b and Brian M. Hoffman *a

Nitrogenase catalyzes biological nitrogen fixation, the conversion of atmospheric N2 into bioavailable

ammonia. The three nitrogenase isozymes—Mo-nitrogenase, V-nitrogenase, and Fe-nitrogenase—utilize

catalytic cofactors distinguished by their metal composition (Fe7M, M = Mo, V, or Fe; denoted FeM-co).

Their catalytic cycles involve stepwise addition of 8[e−/H+] to FeM-co, generating intermediates

designated En, where n is the number of [e−/H+] delivered. The electron-transfer has been extensively

characterized, but the proton delivery has not. Here, we investigate [e−/H+] delivery during early-stage

conversions, primarily E0 / E1(H), for each of the three nitrogenases, using as reductants g-ray-

generated thermolyzed, mobile electrons at 77 K, and radiation-generated solvent radicals during

subsequent annealing to higher temperatures. Our results show E0 / E1(H) conversion differs among

the three MFe-proteins. The FeMo-co of MoFe-protein accepts an electron (ET) during 77 K g-

irradiation, but proton transfer (PT) to generate E1(H) is only enabled by conformational or

thermodynamic activation upon cryoannealing to ∼200 K(ET/PT). For VFe-protein, E1(H) forms during

annealing at-and-above 210 K by electron-transfer to FeV-co from radicals through proton-coupled

electron transfer (PCET), which too is enabled by activated proton transfer. FeFe-protein differs in

directly exhibiting delivery of protons at 77 K, which together with the mobile electrons react to form

E1(H). This could well occur by PCET at 77 K, but does not preclude the possibility of sequential 77 K

electron/proton transfer (ET/PT). In addition, 450 nm photolysis reveals the E1(H) state of FeV-co, like

that of FeFe-co, contains a hydride bound to a formally oxidized cofactor. The mechanistic differences

observed here provide a contribution towards understanding the sources of catalytic differences among

the three nitrogenase isozymes.
Introduction

All nitrogen (N) in living organisms derives from dinitrogen (N2)
in the atmosphere, and Nature's solution for converting the
stable N2 molecule into biologically available ammonia (NH3) is
the enzyme nitrogenase. There are three nitrogenase isozymes,
all of which work by a common mechanism that incorporates
a limiting stoichiometry, catalysis occurs at a complex metallo-
cofactor, denoted here as FeM-co, with 7 Fe ions and an addi-
tional metal-ion, M, where M = Mo (FeMo-co) in the most-
abundant Mo-isozyme, M = V (FeV-co) in the V-isozyme,
and M = Fe (FeFe-co) in Fe-isozyme, with structures of these
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catalytic cofactors schematized in (Fig. 1).1,2 As indicated in the
simplied Lowe-Thorneley scheme (Scheme 1), during catalysis,
the stepwise addition of the 8[e−/H+] to an isozyme by its
cognate electron-delivery Fe protein generates intermediates
designated En(L), where n is the number of [e−/H+] that have
been delivered to the as-isolated resting state, simply denoted
E0, and L signies bound species.3,4 We have shown that N2

binding occurs aer accumulation of n= 4[e−/H+], and is driven
by the concomitant reductive elimination of H2.4–7 In the
electron-accumulation phase, E0 / E4, the rate of transition
between successive intermediates is controlled by the kinetic
events of a so-called Fe protein cycle that involves Fe-protein
reduction/e− delivery coupled to binding/hydrolysis of ATP
plus binding-to and release-from MoFe, eqn (1).8–11

N2 + 8[e−/H+] +16ATP / 2NH3 + H2 +16ADP +16Pi (1)

Recent progress has provided important insights into the
properties of multiple En-states. The n = even states of the
Chem. Sci., 2025, 16, 18729–18738 | 18729
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Fig. 1 FeM-cofactors.1,2

Scheme 1 Simplified Lowe-Thorneley scheme for N2 reduction by
nitrogenase. Red boxes indicate intermediates studied here; brace
indicates possible steps where the first NH3 is released.
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MoFe-protein FeMo-co are paramagnetic and thus can be
studied by electron paramagnetic resonance (EPR) and electron-
nuclear double resonance (ENDOR) spectroscopies to provide
unprecedented insights into the cofactor in these states.
Focusing on the early stages of the catalytic cycle, the E2(2H)
intermediate, formed by the delivery of 2[e−/H+], contains
a single Fe-bound hydride and a proton assigned as bound to
a cofactor sulde.12 The E4(4H) state has been trapped and
found to contain two iron-bridging hydrides, with two protons
assigned as bound to two cofactor suldes.13,14

Whereas FeMo-co is paramagnetic in the E0 and even-n
states, FeV-co15 and FeFe-co16 are paramagnetic in the odd-n
states. The E1(H) state of FeFe-protein and the E1,3(1,3H) state of
the VFe-protein, so labelled because it had not been established
whether n = 1 or 3, have been trapped and studied by EPR.15,16

The EPR spectrum of E1(H) FeFe-cofactor has g = [1.965, 1.928,
1.779].16 At 12 K, this state is photoactive to 450 nm light,17

showing conversion to a new and likewise photoactive S = 1/2
18730 | Chem. Sci., 2025, 16, 18729–18738
conformer (denoted E1(H)*) with g = [2.009, 1.950, 1.860],
which relaxes to E1(H) at temperatures above 145 K. Illumina-
tion of these two n = 1 states at cryogenic temperatures forms
a photostationary state, with an H/D kinetic isotope effect of 2.4
accompanying the E1(H)/E1(H)* photointerconversion. These
observations indicate that the addition of the rst e−/H+ to the
FeFe-co produces an Fe-bound hydride, not a sulfur-bound
proton.17 As a corollary, the cofactor metal-ion core of E1(H) is
formally characterized as being one-electron oxidized relative to
the resting state. It was proposed that this behavior applies to
all three nitrogenase isozymes.

In this report, we combine the results of 77 K g-ray cryor-
adiolysis and subsequent annealing EPR measurements of each
MFe-protein with those of earlier Mossbauer18 and X-ray spec-
troscopic measurements,19 to investigate electron/proton
delivery to the FeM-cofactors during the E0/E1(H) conver-
sion. Electron delivery to a FeM-cofactor during catalytic nitro-
genase turnover with the Fe protein at ambient temperatures is
an extraordinarily complex process, as shown for the MoFe
protein.20–23 However, until rather recently,19,24,25 the corre-
sponding delivery of protons was only assumed for charge
balance and to ll the need for protons in substrate reduction,
and little is still known about the details of proton delivery. To
further address this issue, for each isozyme we here use 77 K g-
ray cryoradiolysis to bypass the Fe-protein cycle, which thereby
allows us to monitor electron and proton delivery to the cofactor
itself, and to ask by which pathway an electron and proton add
to the cofactor during the E0 / E1(H) conversion: (i) electron
transfer followed by proton transfer, ET/PT; (ii) the reverse,
proton transfer followed by electron transfer, PT/ET; or (iii)
concerted proton-coupled electron transfer, PCET, which in the
limiting case of concerted proton-electron transfer is denoted
CPET.23,26–33

To initiate the E0 / E1(H) conversion, mobile electrons are
generated by 77 K g-ray cryoradiolysis; its completion through
the formation of E1(H) is then observed, either directly at 77 K or
during cryoannealing of the frozen solution at successively
higher temperatures. Proton transfer in Mo- and V-proteins is
only enabled by conformational or thermodynamic activation
during cryoannealing at higher temperatures, typically ∼200 K
and above, as seen in the O2-activating enzyme nitric-oxide
synthase.34 In contrast, these measurements show that in
FeFe-protein active-site proton-delivery occurs at 77 K without
need for such activation, behavior similar to that of active-site
proton delivery networks in the O2-activating enzymes cyto-
chrome P450cam and heme oxygenase, which function at
cryogenic temperatures of 77 K and even below.35,36 In addition,
450 nm photolysis of E1(H) of VFe-protein indicates that it, like
E1(H) of FeFe-protein,17 contains a bound hydride, and thus
a cofactor that is formally oxidized.

Materials and methods
Reagent and general procedures

All reagents were obtained from Sigma-Aldrich, Fisher-Scientic
or BioRad and used without further purication. Argon and
dinitrogen gases were purchased from Air Liquide America
© 2025 The Author(s). Published by the Royal Society of Chemistry
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Scheme 2 A ‘square-scheme’ representation of alternative mecha-
nisms for generation of E1(H) by cryoreduction of the E0 resting state
cofactor, FeM-co; the electron is denoted e−(s), proton, H+, to
emphasize their different origins.
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Gases (Plumateadville, PA). Manipulation of protein and buffers
was done anaerobically in septum sealed serum vials and asks
using vacuum Schlenk line under an argon atmosphere. Gas
transfers were made using gastight syringes.

Bacterial strain growth, protein purication, and sample
preparation

MoFe, VFe, and FeFe-proteins were expressed and puried from
respective Azotobacter vinelandii strains DJ2102 (nifDStrep),
DJ2254 (vnfDStrep), and DJ2387 (anfDStrep) by Streptactin-based
affinity chromotography, as previously described.37 Proteins
were prepared at 200 mM in 200 mM MOPS, 100 mM NaCl, pH
7.3 with 20% glycerol (v/v) and 50mM sodium dithionite. 350 mL
of the sample was added to a 4 mm quartz EPR tube and frozen
in a pentane slurry.

Cryoreduction

Cryoreduction of samples at 77 K in liquid nitrogen was per-
formed in a60Co g-ray source (rate is 1 Mrad hour−1). Total dose
was 3.5 Mrad, which we found to optimize the generation of
singly-reduced metal centers.34–36

EPR spectroscopy and photolysis

EPR spectra were recorded on X-band Bruker ESP-300 spec-
trometer equipped with Oxford Instruments ESR 900 contin-
uous liquid He ow cryostat; conditions in all spectra,
microwave frequency, nMW = 9.364 GHz; Mod Amp = 10 G. In
situ photolysis of samples at cryogenic temperatures was per-
formed through waveguide beyond cutoff attached to the cavity
front face, using a Thorlabs Inc. PL450B, 450 nm Osram Laser
Diode with power adjusted to 80 mW. EPR simulations:
EasySpin.38

Results and discussion
Cryoreduction/annealing of nitrogenase and proton and
electron transfer

We here explore the conversion En/ En+1 (n= 0, 1) through [e−/
H+] delivery in frozen MFe-proteins. In part this involves ther-
molyzed, mobile electrons that are produced by 77 K g-irradi-
ation of solvent (cryoreduction). In addition, we nd that during
cryoannealing to higher temperatures, typically T $ 145 K,
reduction can occur by electron-transfer from the organic
radicals that are generated by solvent irradiation, and which
persist in the frozen matrix until they are eliminated by
recombination during annealing to still higher temperatures.24

The proton can originate in pre-organized proton-delivery
network(s) within the active site, as observed in cryoreduction
studies of oxygenated heme enzymes where we have shown that
proton transfer can occur even at liquid helium temperatures
(4–7 K),36 while without such pre-organization the proton
transfer requires activation at temperatures well above 77 K.34,39

A process involving both PT and ET is typically discussed
within a ‘square-scheme’23,26,30,40 that captures the three ways to
transfer both an electron and a proton. This is illustrated in
Scheme 2, but with direct application to nitrogenase as further
© 2025 The Author(s). Published by the Royal Society of Chemistry
discussed in the following paragraphs: proton-transfer (PT)
rst, then electron transfer (ET), with the process denoted, PT/
ET; electron transfer rst, followed by proton transfer in the
frozen solution, ET/PT; or when the two processes are coupled
and occur concurrently, proton-coupled electron transfer
(PCET). However, this ‘diagonal’ pathway, in which an [e−/H+]
are transferred without formation of a relatively stable inter-
mediate at one of the ‘antidiagonal corners’, can occur by many
pathways (e.g., early/late transition state). Indeed, this process
recently has been further organized into a ‘PCET reactivity
continuum’.28 At one extreme is hydrogen atom transfer (HAT),
the concerted transfer of a hydrogen atom; at the other, repre-
sented by this study of nitrogenase, the e− and H+ transfer from
spatially distinct sites, denoted multiple-site coupled (or even
concerted) proton-electron transfer (MS-CPET). Thus, to quote
an early review by Mayer and Rhile,30 “There are almost as many
denitions of ‘‘proton-coupled electron transfer’’ (PCET) as
there are groups working in this area”. To begin, therefore, it is
important to clarify how delivery of an [e−/H+] to nitrogenase
through cryoreduction/annealing maps onto current formula-
tions of electron/proton transfer, and what is meant here when
we use the shorthand term, PCET.

As illustrated in Scheme 2, the present experiments are
conveniently discussed in terms of four states of the cofactor.
The initial cofactor state under consideration is that of the as-
isolated E0 resting state, denoted simply as, FeM-co. During
the 77 K irradiation period, mobile irradiation-generated elec-
trons in the solvent are capable of cofactor reduction (ET), while
during subsequent cryoannealing at higher temperatures,
persistent radicals generated in the solvent can act as reductant;
both are denoted in Scheme 2 as e−. The proton ultimately
transferred to the catalytic cofactor, denoted, H+, may be
delivered by a preorganized proton-delivery network,39 or may
be activated during cryoannealing at higher temperatures,
typically at or above ∼200 K.41 Thus, as emphasized in Scheme
2, this reaction can be described as a situation where the e− and
H+ transfer from distinct ‘reagents’, “multi-site coupled proton-
electron transfer”, MS-CPET,28 although for convenience we
retain the most-commonly used generic term, PCET.

Within the physiological pH range, the FeM-cofactors cannot
‘simply’ accept a proton, and this is unchanged by the irradia-
tion process, which does not increase the proton activity, so
initial proton transfer to the cofactor (PT) is precluded, there-
fore precluding the PT/ET pathway, in effect collapsing the
Chem. Sci., 2025, 16, 18729–18738 | 18731
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‘square-scheme’ into a ‘triangle-scheme’ with only two path-
ways for [e−/H+] delivery (Scheme 2): either the electron reduces
the cofactor to produce a reduced intermediate, and this is
followed by protonation of the cofactor to give the product state
(ET/PT), or the electron can only transfer if it is accompanied by
the proton, namely when coupled to the proton transfer.
However, as one can only monitor the states at the corners of
the square during cryoreduction/annealing, not the kinetics of
transformation among them, as noted above, we do not address
ner details of a PCET/CPET process.
Fig. 2 4 K X-band EPR spectra of MoFe-protein (MoFe) before and
after cryoreduction (3.5 Mrad) and after subsequent annealing at 117 K
and 236 K, 2 minutes each, with a subtraction revealing the 1b/E2(2H)
contribution.
Cryoreduction/annealing of MoFe protein

The present observations build on the results of earlier
cryoreduction/annealing studies of the E0 / E1(H) process in
MoFe protein. An early Mössbauer study had shown that the
equilibrium E1(H) state formed and freeze-trapped during
turnover with the electron-delivery component of nitrogenases
(Fe protein) contains an integer-spin reduced FeMo-co (denoted
MR (S$ 1)) without a major change in spin coupling among the
Fe ions.18 However, 77 K cryoreduction of the MoFe-protein E0

causes electron transfer (ET) to the FeMo-cofactor that produces
an alternative, nonequilibrium reduced FeMo-co state (MI), with
a major change in spin coupling.18 Subsequently, an X-ray
absorption/Mossbauer study19 disclosed a conversion of MI to
the MR of E1(H) upon annealing at 200 K, indicating that proton
transfer to the reduced MI cofactor is only enabled by thermo-
dynamic or conformational activation, thus overall generating
FeMo-co in the E1(H) state through an ET/PT process: reduction
of E0 to MI followed by protonation of MI to form MR.

Subsequently, we showed24 that 77 K cryoreduction of equi-
librium E1(H), accumulated during low-ux turnover with Fe
protein and freeze-trapped, directly produced the E2(2H) state.
As the transformation occurred during the 77 K radiolysis, it
was not, however, possible to establish whether the E1(H) /
E2(2H) conversion also involves sequential electron and proton
delivery (ET/PT), or coupled delivery of a proton and an electron
(PCET), although the ndings for E0 / E1(H) suggest the
former.

Fig. 2 shows the low-eld portion of the 4 K, X-band EPR
spectrum of MoFe-protein, with features from the S= 3/2 FeMo-
co E0 resting state at g1 = 4.32, g2 = 3.65. As shown, cryor-
eduction at 77 K with 3.5 Mrad of g-radiation reduces ∼50% of
the E0 state. As reduction of the EPR-active E0 state by one
electron must produce a diamagnetic or integer-spin product,
as expected the reduction does not generate a new EPR signal
from the cofactor, while generating strong g ∼2 signals from
radicals formed by the gamma irradiation of the solvent.
Annealing of g-irradiated MoFe-protein for two minutes at 117
K causes no further change in the intensity of the E0 signal,
Fig. 2, while leaving the reduced cofactor in the MI form, as
shown by the previous studies.18,19 However, somewhat
surprisingly, subsequent annealing for two minutes at 236 K
causes both a further, albeit small, reduction of E0 and the
appearance of a weak signal from the E2(2H) state, denoted 1b,
with g1 = 4.21, g2 = 3.76 (ref. 42) as revealed by subtraction of
the E0 contribution in Fig. 2. The absence of any new signal
18732 | Chem. Sci., 2025, 16, 18729–18738
upon 77 K radiolysis shows that the 1b signal does not arise
from a double-reduction of E0 by the mobile electrons, and thus
the appearance of 1b during 236 K annealing shows that at 236
K the radiation-generated radicals are capable of reducing the
E1(H) that had been formed by ET/PT, with follow-up, activated
acquisition of the second proton at 236 K producing E2(2H) (ET/
PT). Thus, the essential nding from the prior studies as com-
plemented by the present observations is that the E0 / E1(H)
process involves ET/PT, while the observations here with MoFe
further suggest that at 236 K the radiation-generated solvent
radicals also can carry out E1(H) / E2(2H) by ET/PT. These
ndings set the stage for considerations of the cryoreduction/
annealing of the other two nitrogenases, the VFe- and FeFe-
proteins.
Cryoreduction/annealing of VFe-protein

It has been shown that FeV-co in the as-isolated, resting state
(E0) VFe-protein is EPR-silent, being either S = 0 or S = 1,15 and
additional results supporting that assignment are presented in
SI. Thus, the low-eld features in a full-eld 4 K, X-band EPR
spectrum of as-isolated VFe-protein (Fig. S1) do not arise from
catalytically active FeV-co and henceforth will be mostly
ignored. The g ∼1.93 signal seen in the expanded g-2 region of
the spectra, Fig. 3, le, collected with a ne grid of cry-
oannealing stages is associated with forms of the P-cluster.15

If the mobile electrons ejected from solvent during 3.5 Mrad
77 K g-irradiation of EPR-silent E0 VFe-protein were able to
generate the one-electron reduced FeV-co, as it does with FeMo-
co, this must produce an EPR-visible, S = 1/2 or 3/2 FeV-co E1

signal, with S = 3/2 being strongly supported by experiments in
which reduced FeV-co was loaded onto the protein NifX,43 but
© 2025 The Author(s). Published by the Royal Society of Chemistry
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Fig. 3 4 K X-band EPR spectra of VFe-protein, g-2 region. Left: before and after g-irradiation (3.5 Mrad) and subsequent sequential annealing at
117 K, 146 K, 180 K, 210 K, and 236 K for 2minutes each. For 180 K, 210 K and 236 K annealing, a 4x-expanded spectrum is included. Right: (upper)
background-subtracted, scan after cryoreduction and annealing at 236 K; (lower) spectrum of VFe-protein freeze-quenched during catalytic
turnover with Fe protein under Ar, and containing a signal from the catalytic intermediate previously designated E1,3(1,3H). Simulation: EasySpin
using g = [2.18, 2.12, 2.09] and 51V (I = 7/2) hyperfine coupling, aiso = 110 MHz.
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neither type of signal appears, Fig. 3 and S1. The only change in
the EPR spectrum, Fig. 3, le, is the appearance of strong g ∼2
signals from radiation-generated solvent radicals, which hide
any change at g ∼1.93, and of a low-intensity, sharp doublet
from H-atoms, likely produced in the quartz tube by the irra-
diation (plus a decrease of the catalytically irrelevant high-g
signals by ∼50%, Fig. S1). In short, unlike MoFe-protein, the
mobile electrons formed during 77 K g-irradiation of VFe-
protein are unable to reduce the EPR-silent FeV-co E0 resting
state, which would have necessarily produced an EPR-active
product of reduction.

Annealing of g-irradiated VFe-protein for two minutes at 117
K causes typical cryoannealing decreases to the radical signals,
which partially uncovers the g-1.93 signal, and a loss of the H-
atom doublet, but introduces no new signal, in particular
none with 51V hyperne splittings, indication that there has
been no reduction of FeV-co at this temperature, Fig. 3, le.
Likewise, upon 2 min annealing at 146 K the radical signals
decrease further without the appearance of new signals.
Annealing at 180 K further decreases the radical signals, while
slightly uncovering the g-1.93 signal. However, the 4-fold
blowup of that spectrum in Fig. 3, le appears to give the
faintest hint of the formation of signal with resolved 51V
hyperne splittings. The blow-up of the spectrum obtained aer
© 2025 The Author(s). Published by the Royal Society of Chemistry
further annealing at 210 K for 2 min (Fig. 3, le) clearly shows
the appearance of an S = 1/2 signal that, though weak, unam-
biguously displays the resolved 51V hyperne splitting charac-
teristic of the catalytic intermediate previously trapped during
turnover of VFe-protein.15 This signal is greatly enhanced and
perhaps somewhat sharpened by further annealing at 236 K for
2 min (Fig. 3, le), with no further increase upon two additional
minutes of annealing at this temperature. This signal is simu-
lated (Fig. 3, right) with parameters that establish its identi-
cation as the intermediate freeze-trapped during catalytic
turnover, g = [2.18, 2.12, 2.09] and well-dened, isotropic 51V (I
= 7/2) hyperne splittings, aiso = 110 MHz.15 Given its EPR
visibility, this catalytic intermediate must be an early En(nH)
state, n= 1, 3. As noted above, in the prior work this species was
designated E1,3(1,3H) because the turnover experiments did not
denitively determine whether n = 1 or 3. However, as the
reduction during annealing is caused by the limited number of
radicals remaining at TT 210 K, and this signal is the rst new
one to appear during annealing, it clearly must arise by delivery
of a single electron and proton to VFe-protein E0, not three, to
form what is thus recognized as the E1(H) state.

As the EPR-silent E0 FeV-co is not reduced to an EPR-active
state by the strongly reducing, mobile electrons generated
during the 77 K g-irradiation, but only upon annealing, we
Chem. Sci., 2025, 16, 18729–18738 | 18733
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Scheme 3 Possible states of E1(H): top, reduced cofactor, sulfur-
bound proton; bottom, cofactor with Fe-hydride, thus formally
oxidized.
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conclude that FeV-cofactor reduction is only enabled by delivery
of a proton together with the electron, PCET, but that, like MoFe
protein, the VFe-protein is incapable of delivering that proton at
77 K. Instead, the appearance of the E1(H) state in VFe-protein
only aer annealing at and above ∼210 K (Fig. 3, le), estab-
lishes that the proton transfer to FeV-co requires activation
through annealing to such temperatures.

What is the nature of the FeV-co E1(H) cofactor: is it
a reduced cofactor with a proton presumably bound to a sulde,
or a formally oxidized cofactor with an Fe-bound hydride
(Scheme 3)? This was tested by carrying out intracavity 12 K
450 nm photolysis, which previously had shown that E1(H) of
FeFe-protein indeed is hydride-bound,17 and as a result, that the
FeFe-co metal-ion core is formally described as being one-
electron oxidized relative to the resting state. It was proposed
that this behavior applies to all three nitrogenase isozymes,17

and we have tested this for VFe-protein. When VFe-protein
sample exhibiting the E1(H) signal is cooled to 12 K and
photolyzed with 450 nm light for 20 minutes, the E1(H) signal
decreases slightly (Fig. S3), a change attributable to hydride
isomerization, just as seen for the hydride bound in to FeFe-co
in E1(H) of the FeFe-protein.17 For FeV-co, the photo-generated
isomer is not detected, likely because its signal is too weak. A
further 20 min of photolysis caused no further change (Fig. S3).
We interpret this as indicating that the photoisomer also is
photolabile, as is the case hydride-bound E1(H) isormers of
FeFe-co, and the resulting photostationary state slightly favors
E1(H). Regardless, the photolysis change in the signal of the
FeV-co E1(H) state indicates that it too is hydride-bound.

Cryoreduction/annealing of FeFe-protein

The FeFe-protein was the rst of the three FeM-proteins for
which the magnetic properties of its catalytic FeFe-co had been
characterized in the E1(H) state: E0 is EPR-silent (diamagnetic or
integer spin) and E1(H) has S = 1/2, with g-values, g = [1.965,
1.928, 1.779].16 The E1(H) FeFe-co was shown to contain a metal-
bound hydride by the nding that 450 nm photolysis converts
the E1(H) to a state denoted E1(H)*, g = [2.009, 1.950, 1.860],
with a different mode of hydride binding.17

Fig. 4, le shows the 4 K and 12 K X-band spectra of the EPR-
silent E0 resting-state of FeFe-protein. Neither the low-eld
features (Fig. S1), nor the g ∼2 features in Fig. 4, le, arise
from catalytically active FeFe-co, and the g ∼1.93 signal is
associated with the oxidized P-cluster. The 4 K spectrum taken
18734 | Chem. Sci., 2025, 16, 18729–18738
aer 77 K g-irradiation of the FeFe-protein shows that the
radiation produces a relatively-strong metal-cluster signal at g
∼2.82 that is attributable to the reduction of previously unrec-
ognized EPR-silent cluster species that accompany those giving
rise to the spurious low-eld signals (Fig. S1), an additional S =

1/2 cluster-type signal at g ∼2.22, as well as an H-atom doublet.
In the post-irradiation spectrum taken at 12 K, faster spin-
relaxation causes both the irradiation-generated cluster
signals to disappear. Upon subsequent 117 K annealing, all of
the cluster-like signals seen at 4 K aer 77 K g-irradiation
persist, with slight annealing-induced relaxation of the g ∼2.22
center. Upon 236 K annealing, the g∼2.82 signal observable at 4
K is seen to undergo further structural/spectroscopic relaxation,
and features associated with oxidized P-cluster are revealed, at g
= 2.06, 1.93; these increase in intensity at 12 K, as expected
because this spectrum was partially saturated at 4 K.

Importantly, the 77 K cryoreduction also has created an S =

1/2 signal that is slowly relaxing, like E1(H), and with g3 = 1.67
similar to that of E1(H) (g3 = 1.78).17 The 12 K spectrum then
taken aer 117 K annealing retains the g3= 1.67 signal, perhaps
somewhat broadened by conformational relaxation. However,
upon 236 K annealing, the g3 = 1.67 feature converts to the g3 =
1.78 feature of the E1(H) spectrum, whose g1 = 1.96 feature also
is seen, Fig. 4, le. As previously reported, and reproduced in
Fig. 4, right, and Fig. S3, upon 450 nm photolysis of the hydride-
bound E1(H) it converts into a hydride isomer, E1(H)*, also with
a distinct but similar value, g3 = 1.86 (with loss of the E1(H) g1 =
1.96 feature) The obvious interpretation of these observations is
that each of the three of these ‘low-g3’ signals arises from an
isomer of E1(H), and that at 77 K the electrons produced by g-
irradiation of E0 FeFe-co produce an isomer of E1(H) with g3 =
1.67, which we denote E1(H)#, through the transfer of an elec-
tron accompanied by a proton from a pre-organized donor
within the active-site cavity. This isomer then relaxes to E1(H)
upon annealing at 236 K, a behavior analogous to the relaxation
of E1(H)* to E1(H) observed at temperatures above 145 K.17

These observations show that during 77 K g-irradiation E0 FeFe-
co acquires both a mobile electron and a proton to produce the
E1(H)# isomer of E1(H) with g3 = 1.67.

The conclusion that 77 K cryoreduction of the E0 state of
FeFe-protein directly produces an E1(H) isomer implies that
FeFe-protein contains a functional, pre-organized proton-
delivery network able to transfer the proton along with the
irradiation-generated electron. The ability of FeFe-protein to
carry out PT at 77 K contrasts with the behavior both of MoFe
protein, where proton delivery (PT) only was observed at ∼200
K, and of VFe-protein, where PCET is observed, but only upon
activated proton transfer at TT 200 K. This difference indicates
that the MoFe and VFe-proteins lack a pre-organized network
for proton-delivery at 77 K, in contrast to FeFe protein, and that
proton delivery in those two requires activation during
annealing at higher temperatures. Formation of the g3 = 1.67
E1(H)# state of FeFe protein during 77 K cryoreduction suggests
that this occurs by PCET, but does not preclude the possibility
that the proton transfer occurs subsequent to electron transfer,
namely ET/PT at 77 K.
© 2025 The Author(s). Published by the Royal Society of Chemistry
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Fig. 4 X-band EPR spectra of FeFe-protein. Left: spectra at 4 K and 12 K taken before and after cryoreduction (3.5 Mrad), and then after
subsequent annealing at 117 K and 236 K for 2 minutes each. Of particular note are the weak g‖-type feature at g = 1.67 generated by reduction,
which persists after 117 K annealing but converts to a g= 1.78 feature upon 236 K annealing. Right: (upper) expansion of 12 K spectrum after 236 K
annealing, with superimposed simulation for E1(H) with the displayed g-values. (Lower) 12 K spectrum after subsequent 450 nm photolysis (20
min) with superimposed simulation for E1(H)* with indicated g-values (the extremely weak H-atom signal produced by photolysis is likely in the
quartz tube).

Fig. 5 Summary of electron/proton delivery to the three FeM-
cofactors (FeM-co).
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Summary and conclusions

This report has expanded our understanding of nitrogen xa-
tion's biochemical intricacies by providing insights into
multiple issues associated with electron and proton delivery to
the active sites of the three MFe-proteins during the E0 / E1(H)
transformation.

First, for MoFe- and VFe-proteins, proton delivery can only
occur through activation during cryoannealing at ∼200 K and
above, but for FeFe-protein proton delivery occurs during 77 K
cryoreduction, indicating the presence of a preorganized protein-
delivery network in FeFe-protein. This difference parallels the
dichotomy found in the O2-activating enzymes, with pre-formed,
proton-delivery networks present in cytochrome P450cam and
heme oxygenase,35,36 but only activated proton-delivery in nitric-
oxide synthase.34 Examination of the nitrogenase crystal struc-
tures1,2 has identied potential proton-donating residues within
the active site.44–47 However, given the complexity of the nitro-
genase structures, and indeed the differences among the cofac-
tors themselves (Fig. 1), more detailed attempts to analyze the
structural basis for proton delivery to the catalytic cofactors is
beyond the scope of this report.

Second, as a further distinction among the nitrogenases, 77
K cryoreduction/annealing experiments show that [e−/H+]
delivery occurs by ET/PT for FeMo-co, but through proton-
© 2025 The Author(s). Published by the Royal Society of Chemistry
coupled electron transfer, PCET, for FeV-co, while the two
alternatives cannot be distinguished for FeFe-co, as summa-
rized in Fig. 5. Future Mossbauer18 and/or X-ray spectroscopic
measurements19 would distinguish these two possibilities for
FeFe-co, as they have done for FeMo-co.

In addition, we have claried the identity of the intermediate
previously trapped during turnover of VFe-protein, and denoted
E1,3(1,3H) because it could not with certainty be assigned to the
n = 1 or 3 state:15 we now nd that n = 1; this signal (Fig. 3)
belongs to E1(H).

Finally, 450 nm photolysis of the EPR-visible E1(H) inter-
mediate of FeV-co, as well as that of FeFe-co,17 establishes that
both contain a hydride bound to a formally oxidized FeM-co,
Chem. Sci., 2025, 16, 18729–18738 | 18735
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and adds support to our previous suggestion that this is likely
true for all three isozymes.

During catalytic nitrogenase turnover with the Fe protein at
ambient temperatures, the actual delivery of an electron to FeM-
cofactor is an extraordinarily complex process, which for MoFe-
protein has been shown to (i) rst involve conformational
gating attributable to large-scale motions within the Fe protein-
MoFe protein complex;20 (ii) exhibit intra-MoFe-protein ‘decit
spending’ in which the P-cluster donates an electron to FeMo-co
before the P-cluster accepts the electron being delivered by the
Fe protein;21 (iii) and with evidence that the two halves of the
MoFe protein exhibit ‘negative cooperativity’/‘half-sites
reactivity’.22

Cryoreduction of MFe-proteins alone in the frozen state does
not capture many of those complexities of the catalytic E0 /

E1(H) step. However, EPR-visible intermediates formed during
Fe protein-free cryoreduction/annealing – E1 for FeFe and VFe,
E2 for MoFe– are identical to those trapped during catalytic
turnover with electron delivery by Fe protein. This supports the
interpretation that in the present experiments a FeM-cofactor
accepts an [e−/H+] by a process that reects core features of
the reactions that occur during turnover with the Fe protein at
room temperature.

As concluding remarks, we have shown that all three
isozymes exhibit the critical reductive-elimination/oxidative
addition (re/oa) catalytic mechanism illustrated in Scheme 1,
in which N2 binding/reduction is driven by the concerted
reductive elimination of H2.4 However, the catalytic activities of
the three isozymes nonetheless differ, with MoFe-protein most
active for N2 reduction and FeFe-protein least,4 and the catalytic
reduction of other substrates differs sharply among the three.1

The mechanistic differences observed here provide a rst step
towards revealing the source of such catalytic differences.

Author contributions

R. D. oversaw cryoreduction/annealing procedures; D. A. L,
performed EPRmeasurements; D. F. H. prepared samples; D. R.
D. and L. C. S oversaw sample preparation; B. M. H., along
with L. C. S., formulated the approach, all authors contributed
to writing the manuscript.

Conflicts of interest

The authors declare no competing nancial interest.

Data availability

Spectra and simulations are available from the authors upon
request.

Supplementary information is available. See DOI: https://
doi.org/10.1039/d5sc05488e.

Acknowledgements

We are grateful to Dr Robert Volpe for carrying out the g-irra-
diation cryoreductions that enable this work. This work was
18736 | Chem. Sci., 2025, 16, 18729–18738
supported by the U.S. Department of Energy, Office of Science,
Basic Energy Sciences (BES), under awards to B. M. H. (DE-
SC0019342), L. C. S. (DE-SC0010687) and D. R. D. (DE-
SC00108343) and received support from the National Insti-
tutes of Health to B. M. H (GM111097)

References

1 O. Einsle and D. C. Rees, Structural Enzymology of
Nitrogenase Enzymes, Chem. Rev., 2020, 120, 4969–5004.

2 C. Trncik, F. Detemple and O. Einsle, Iron-Only Fe-
Nitrogenase Underscores Common Catalytic Principles in
Biological Nitrogen Fixation, Nat. Catal., 2023, 6, 415–424.

3 B. K. Burgess and D. J. Lowe, Mechanism of Molybdenum
Nitrogenase, Chem. Rev., 1996, 96, 2983–3012.

4 D. F. Harris, D. A. Lukoyanov, H. Kallas, C. Trncik, Z. Y. Yang,
P. Compton, N. Kelleher, O. Einsle, D. R. Dean,
B. M. Hoffman and L. C. Seefeldt, Mo-, V-, and Fe-
Nitrogenases Use a Universal Eight-Electron Reductive-
Elimination Mechanism to Achieve N2 Reduction,
Biochemistry, 2019, 58, 3293–3301.

5 D. Lukoyanov, N. Khadka, Z. Y. Yang, D. R. Dean,
L. C. Seefeldt and B. M. Hoffman, Reductive Elimination of
H2 Activates Nitrogenase to Reduce the N^N Triple Bond:
Characterization of the E4(4H) Janus Intermediate in Wild-
Type Enzyme, J. Am. Chem. Soc., 2016, 138, 10674–10683.

6 S. Raugei, L. C. Seefeldt and B. M. Hoffman, Critical
Computational Analysis Illuminates the Reductive-
Elimination Mechanism That Activates Nitrogenase for N2

Reduction, Proc. Natl. Acad. Sci. U. S. A., 2018, 115, E10521–
E10530.

7 D. F. Harris, D. A. Lukoyanov, S. Shaw, P. Compton,
M. Tokmina-Lukaszewska, B. Bothner, N. Kelleher,
D. R. Dean, B. M. Hoffman and L. C. Seefeldt, Mechanism
of N2 Reduction Catalyzed by Fe-Nitrogenase Involves
Reductive Elimination of H2, Biochemistry, 2018, 57, 701–
710.

8 P. E. Wilson, A. C. Nyborg and G. D. Watt, Duplication and
Extension of the Thorneley and Lowe Kinetic Model for
Klebsiella Pneumoniae Nitrogenase Catalysis Using
a Mathematica Soware Platform, Biophys. Chem., 2001, 91,
281–304.

9 L. C. Seefeldt, B. M. Hoffman, J. W. Peters, S. Raugei,
D. N. Beratan, E. Antony and D. R. Dean, Energy
Transduction in Nitrogenase, Acc. Chem. Res., 2018, 51,
2179–2186.

10 D. F. Harris, Z. Y. Yang, D. R. Dean, L. C. Seefeldt and
B. M. Hoffman, Kinetic Understanding of N2 Reduction
Versus H2 Evolution at the E4(4H) Janus State in the Three
Nitrogenases, Biochemistry, 2018, 57, 5706–5714.

11 D. F. Harris, A. Badalyan and L. C. Seefeldt, Mechanistic
Insights into Nitrogenase FeMo-Cofactor Catalysis through
a Steady-State Kinetic Model, Biochemistry, 2022, 61, 2131–
2137.

12 D. A. Lukoyanov, N. Khadka, Z. Y. Yang, D. R. Dean,
L. C. Seefeldt and B. M. Hoffman, Hydride Conformers of
the Nitrogenase FeMo-Cofactor Two-Electron Reduced
© 2025 The Author(s). Published by the Royal Society of Chemistry

https://doi.org/10.1039/d5sc05488e
https://doi.org/10.1039/d5sc05488e
http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d5sc05488e


Edge Article Chemical Science

O
pe

n 
A

cc
es

s 
A

rt
ic

le
. P

ub
lis

he
d 

on
 1

2 
Se

pt
em

be
r 

20
25

. D
ow

nl
oa

de
d 

on
 6

/2
2/

20
26

 5
:0

7:
44

 A
M

. 
 T

hi
s 

ar
tic

le
 is

 li
ce

ns
ed

 u
nd

er
 a

 C
re

at
iv

e 
C

om
m

on
s 

A
ttr

ib
ut

io
n 

3.
0 

U
np

or
te

d 
L

ic
en

ce
.

View Article Online
State E2(2H), Assigned Using Cryogenic Intra Electron
Paramagnetic Resonance Cavity Photolysis, Inorg. Chem.,
2018, 57, 6847–6852.

13 V. Hoeke, L. Tociu, D. A. Case, L. C. Seefeldt, S. Raugei and
B. M. Hoffman, High-Resolution ENDOR Spectroscopy
Combined with Quantum Chemical Calculations Reveals
the Structure of Nitrogenase Janus Intermediate E4(4H), J.
Am. Chem. Soc., 2019, 141, 11984–11996.

14 V. Hoeke, L. Tociu, D. A. Case, L. C. Seefeldt, S. Raugei and
B. M. Hoffman, Correction to “High-Resolution ENDOR
Spectroscopy Combined with Quantum Chemical
Calculations Reveals the Structure of Nitrogenase Janus
Intermediate E4(4H)”, J. Am. Chem. Soc., 2019, 141, 19950.

15 Z. Y. Yang, E. Jimenez-Vicente, H. Kallas, D. A. Lukoyanov,
H. Yang, J. S. Martin Del Campo, D. R. Dean,
B. M. Hoffman and L. C. Seefeldt, The Electronic Structure
of FeV-Cofactor in Vanadium-Dependent Nitrogenase,
Chem. Sci., 2021, 12, 6913–6922.

16 K. Schneider and A. Muller, Iron-Only Nitrogenase:
Exceptional Catalytic, Structural and Spectroscopic
Features, in. Catalysts for Nitrogen Fixation: Nitrogenases,
Relevant Chemical Models, and Commercial Processes, ed.
Smith, B. E., Richards, R. L. and Newton, W. E., Springer,
Dordrecht, 2004, pp 281–307.

17 D. A. Lukoyanov, D. F. Harris, Z. Y. Yang, A. Perez-Gonzalez,
D. R. Dean, L. C. Seefeldt and B. M. Hoffman, The One-
Electron Reduced Active-Site FeFe-Cofactor of Fe-
Nitrogenase Contains a Hydride Bound to a Formally
Oxidized Metal-Ion Core, Inorg. Chem., 2022, 61, 5459–5464.

18 S. J. Yoo, H. C. Angove, V. Papaehymiou, B. K. Burgess and
E. Münck, Mössbauer Study of the MoFe Protein of
Nitrogenase from Azotobacter Vinelandii Using Selective
57Fe Enrichment of the M-Centers, J. Am. Chem. Soc., 2000,
122, 4926–4936.

19 C. Van Stappen, R. Davydov, Z. Y. Yang, R. Fan, Y. Guo,
E. Bill, L. C. Seefeldt, B. M. Hoffman and S. DeBeer,
Spectroscopic Description of the E1 State of Mo
Nitrogenase Based on Mo and Fe X-Ray Absorption and
Mossbauer Studies, Inorg. Chem., 2019, 58, 12365–12376.

20 K. Danyal, D. Mayweather, D. R. Dean, L. C. Seefeldt and
B. M. Hoffman, Conformational Gating of Electron
Transfer from the Nitrogenase Fe Protein to MoFe Protein,
J. Am. Chem. Soc., 2010, 132, 6894–6895.

21 K. Danyal, D. R. Dean, B. M. Hoffman and L. C. Seefeldt,
Electron Transfer within Nitrogenase: Evidence for
a Decit-Spending Mechanism, Biochemistry, 2011, 50,
9255–9263.

22 K. Danyal, S. Shaw, T. R. Page, S. Duval, M. Horitani,
A. R. Marts, D. Lukoyanov, D. R. Dean, S. Raugei,
B. M. Hoffman, L. C. Seefeldt and E. Antony, Negative
Cooperativity in the Nitrogenase Fe Protein Electron
Delivery Cycle, Proc. Natl. Acad. Sci. U. S. A., 2016, 113,
E5783–E5791.

23 S. Fatima and L. Olshansky, Conformational Control over
Proton-Coupled Electron Transfer in Metalloenzymes, Nat.
Rev. Chem., 2024, 8, 762–775.
© 2025 The Author(s). Published by the Royal Society of Chemistry
24 R. Davydov, N. Khadka, Z. Y. Yang, A. J. Fielding,
D. Lukoyanov, D. R. Dean, L. C. Seefeldt and
B. M. Hoffman, Exploring Electron/Proton Transfer and
Conformational Changes in the Nitrogenase MoFe Protein
and FeMo-Cofactor through Cryoreduction/EPR
Measurements, Isr. J. Chem., 2016, 56, 841–851.

25 K. Sengupta, J. P. Joyce, L. Decamps, L. Kang, R. Bjornsson,
O. Rüdiger and S. DeBeer, Investigating the Molybdenum
Nitrogenase Mechanistic Cycle Using
Spectroelectrochemistry, J. Am. Chem. Soc., 2025.

26 R. Tyburski, T. Liu, S. D. Glover and L. Hammarström,
Proton-Coupled Electron Transfer Guidelines, Fair and
Square, J. Am. Chem. Soc., 2021, 143, 560–576.

27 A. Migliore, N. F. Polizzi, M. J. Therien and D. N. Beratan,
Biochemistry and Theory of Proton-Coupled Electron
Transfer, Chem. Rev., 2014, 114, 3381–3465.

28 J. W. Darcy, B. Koronkiewicz, G. A. Parada and J. M. Mayer, A
Continuum of Proton-Coupled Electron Transfer Reactivity,
Acc. Chem. Res., 2018, 51, 2391–2399.

29 S. Y. Reece and D. G. Nocera, Proton-Coupled Electron
Transfer in Biology: Results from Synergistic Studies in
Natural and Model Systems, Annu. Rev. Biochem., 2009, 78,
673–699.

30 J. M. Mayer and I. J. Rhile, Thermodynamics and Kinetics of
Proton-Coupled Electron Transfer: Stepwise Vs. Concerted
Pathways, Biochim. Biophys. Acta, 2004, 1655, 51–58.

31 S. Hammes-Schiffer, Theoretical Perspectives on Proton-
Coupled Electron Transfer Reactions, Acc. Chem. Res.,
2001, 34, 273–281.

32 S. Hammes-Schiffer, Introduction: Proton-Coupled Electron
Transfer, Chem. Rev., 2010, 110, 6937–693.

33 S. Hammes-Schiffer, Introduction: Proton-Coupled Electron
Transfer, Chem. Rev., 2010, 110(12), 6937–6938.

34 R. Davydov, A. Ledbetter-Rogers, P. Martasek, M. Larukhin,
M. Sono, J. H. Dawson, B. S. S. Masters and
B. M. Hoffman, EPR and ENDOR Characterization of
Intermediates in the Cryoreduced Oxy-Nitric Oxide
Synthase Heme Domain with Bound L-Arginine or Ng-
Hydroxyarginine, Biochemistry, 2002, 41, 10375–10381.

35 R. Davydov, T. M. Makris, V. Kofman, D. W. Werst,
S. G. Sligar and B. M. Hoffman, Hydroxylation of Camphor
by Reduced Oxy-Cytochrome P450cam: Mechanistic
Implications of EPR and ENDOR Studies of Catalytic
Intermediates in Native and Mutant Enzymes, J. Am. Chem.
Soc., 2001, 123, 1403–1415.

36 R. Davydov, S. Chemerisov, D. E. Werst, T. Rajh, T. Matsui,
M. Ikeda-Saito and B. M. Hoffman, Proton Transfer at
Helium Temperatures During Dioxygen Activation by
Heme Monooxygenases, J. Am. Chem. Soc., 2004, 126,
15960–15961.

37 D. F. Harris, E. Jimenez-Vicente, Z. Y. Yang, B. M. Hoffman,
D. R. Dean and L. C. Seefeldt, CO as a Substrate and
Inhibitor of H+ Reduction for the Mo-, V-, and Fe-
Nitrogenase Isozymes, J. Inorg. Biochem., 2020, 213, 111278.

38 S. Stoll and A. Schweiger, Easyspin, a Comprehensive
Soware Package for Spectral Simulation and Analysis in
EPR, J. Magn. Reson., 2006, 178, 42–55.
Chem. Sci., 2025, 16, 18729–18738 | 18737

http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d5sc05488e


Chemical Science Edge Article

O
pe

n 
A

cc
es

s 
A

rt
ic

le
. P

ub
lis

he
d 

on
 1

2 
Se

pt
em

be
r 

20
25

. D
ow

nl
oa

de
d 

on
 6

/2
2/

20
26

 5
:0

7:
44

 A
M

. 
 T

hi
s 

ar
tic

le
 is

 li
ce

ns
ed

 u
nd

er
 a

 C
re

at
iv

e 
C

om
m

on
s 

A
ttr

ib
ut

io
n 

3.
0 

U
np

or
te

d 
L

ic
en

ce
.

View Article Online
39 R. Davydov, T. Matsui, H. Fujii, M. Ikeda-Saito and
B. M. Hoffman, Kinetic Isotope Effects on the Rate-
Limiting Step of Heme Oxygenase Catalysis Indicate
Concerted Proton Transfer/Heme Hydroxylation, J. Am.
Chem. Soc., 2003, 125, 16208–16209.

40 A. Migliore, N. F. Polizzi, M. J. Therien and D. N. Beratan,
Biochemistry and Theory of Proton-Coupled Electron
Transfer, Chem. Rev., 2014, 114, 3381–3465.

41 Y. Wang, S. Shaik and B. Wang, Heme-Peroxo Intermediate:
A Powerful Oxidant in Cytochrome P450 That Is Controlled
by the Proton Channel of the Protein, ACS Catal., 2025,
11277–11292.

42 D. Lukoyanov, Z. Y. Yang, S. Duval, K. Danyal, D. R. Dean,
L. C. Seefeldt and B. M. Hoffman, A Conrmation of the
Quench-Cryoannealing Relaxation Protocol for Identifying
Reduction States of Freeze-Trapped Nitrogenase
Intermediates, Inorg. Chem., 2014, 53, 3688–3693.

43 Manuscript in preparation.
18738 | Chem. Sci., 2025, 16, 18729–18738
44 M. C. Durrant, An Atomic-Level Mechanism for
Molybdenum Nitrogenase. Part 2. Proton Reduction,
Inhibition of Dinitrogen Reduction by Dihydrogen, and the
HD Formation Reaction, Biochemistry, 2002, 41, 13946–
13955.

45 M. C. Durrant, An Atomic-Level Mechanism for
Molybdenum Nitrogenase. Part 1. Reduction of Dinitrogen,
Biochemistry, 2002, 41, 13934–13945.

46 M. C. Durrant, A. Francis, D. J. Lowe, W. E. Newton and
K. Fisher, Evidence for a Dynamic Role for Homocitrate
During Nitrogen Fixation: The Effect of Substitution at the
a-Lys426 Position in MoFe-Protein of Azotobacter
Vinelandii, Biochem. J., 2006, 397, 261–270.

47 D. Sippel, M. Rohde, J. Netzer, C. Trncik, J. Gies, K. Grunau,
I. Djurdjevic, L. Decamps, S. L. A. Andrade and O. Einsle, A
Bound Reaction Intermediate Sheds Light on the
Mechanism of Nitrogenase, Science, 2018, 1484–1489.
© 2025 The Author(s). Published by the Royal Society of Chemistry

http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d5sc05488e

	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes

	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes

	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes
	Proton transfer during reduction of the catalytic metallo-cofactors of the three nitrogenase isozymes


