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Nowadays, large numbers of MoFe proteins have been reported and their crystal data obtained by X-ray
crystallography and uploaded to the Protein Data Bank (PDB). By big data analysis using a bond valence
method, we make conclusions based on 79 selected PN in all 119 P-clusters of 53 MoFe proteins and 10
P-clusters of 5 VFe proteins from all deposited crystallographic data of the PDB. In the condition of
MoFe protein crystals, the resting state PN clusters are proposed to have the formal oxidation state of
2Fe(6Fe(n), hiding two oxidized electron holes with high electron delocalization. The calculations show
that Fel, Fe2, Fe5, Fe6 and Fe7 perform unequivocally as Fe*, and Fe3 is remarkably prone to Fe(i),
while Fe4 and Fe8 have different degrees of mixed valences. For PN clusters in VFe protein crystals, Fel,
Fe2, Fe4, Fe5 and Fe6 tend to be Fe?*, but the electron distributions rearrange with Fe7 and Fe8 being
more oxidized mixed valences, and Fe3 presenting a little more reductive mixed valence than that in
MoFe proteins. In terms of spatial location, Fe3 and Fe6 in P-clusters of MoFe proteins are calculated as

the most oxidized and reduced irons, which have the shortest distances from homocitrate in the FeMo-
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Accepted 26th January 2022 cofactor an e4S4] cluster, respectively, an us could function as potential electron transport sites.

This work shows different electron distributions of PN clusters in Mo/VFe protein crystals, from those

DOI: 10.1039/d1ra085079 obtained from previous data from solution with excess reducing agent from which it was concluded that
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1 Introduction

Nitrogenase is a biological enzyme that can activate the triple
bond of N, to form ammonia at moderate temperature and
pressure, as shown in eqn (1) below.

N, + 8¢~ + 8H" + 16ATP — 2NH; + H, + 16ADP + 16P; (1)

Given that over half of the fixed N inputs that sustain the
earth's population are supplied biologically," it is necessary to
understand the mechanism of N, fixation. In nitrogenase, three
metalloclusters participate in the catalytic process: [Fe,S4]
designated as the F-cluster, Mo*Fe,SoC(R-Hhomocit*) (H,-
homocit = homocitric acid, Hcys = cysteine, Hhis = histi-
dine)>® referred to as the FeMo-cofactor (FeMo-co) or M-cluster,
and [FegS;] named the P-cluster.”® In an iron protein, [Fe,S,]
provides electrons along with the hydrolysis of adenosine
triphosphate (ATP).>' For an MoFe protein, numerous studies
have confirmed that FeMo-co is the site where substrate
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PN clusters are all ferrous according to Méssbauer and electron paramagnetic resonance spectra.

reduction occurs,” ™ and it has been proposed that [FegS]
plays a pivotal role in transferring electrons between the iron
protein and FeMo-co.”™*” Therefore, it is essential to demon-
strate the redox states of M/P-clusters so as to understand their
catalytic mechanism.

Nowadays, several oxidation states of P-clusters have been
found, including the resting states PV, single-electron oxidized
P'* %8 and double-electron oxidized P** clusters.’>*® The most
stable structures of P-clusters observed in protein crystals are PY
and P**. Their conformations can be transformed reversibly in
the presence of reductant and oxidant.** With its unstable
thermodynamics, P'" is a transient state whose crystal data was
reported as PDB entry 6CDK with 60% completion.?* However, it
has the probability of being a mixture of P** and P** according
to quantum refinement calculations.* Further oxidation states
of P** and the others have been observed, but only P, P'* and
P>* were reported to be relevant to the catalytic cycle process.*>*
In a previous report, the “Deficit-spending” model proposed
that FeMo-co obtains one electron from PN at the moment an
iron protein interacts with an MoFe protein. Meanwhile, P" is
turned to P'" which is then rapidly refilled back to PV by elec-
tronic delivery from [Fe,S,],” supposing no involvement of P>* in
this mechanism. However, recent work has shown that a P-
cluster performs as P** while N, coordinates with FeMo-co,
implying that P** may play an important role in delivering
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electrons.” Theoretical calculations have also proposed the
catalytic involvement of P>* in the density of states.?® Obviously,
the roles of all oxidation states of the P-cluster are still uncer-
tain, and the oxidation states of its irons are important for
understanding the potential electron transfer sites and
pathway.

The oxidation states of P-clusters have been proposed from
electron paramagnetic resonance (EPR) and Modssbauer
spectra,'®?**”* which enumerated all kinds of signals and
possible spin states of irons in PN, P'" and P** clusters. These
early studies indicate that the resting state P" is all-ferrous.>**
P is the one-electron oxidized state of P, and correspondingly,
P>* is commonly considered to come from double-electron
oxidation.'® Later, X-ray crystallography revealed three different
conformations of P-clusters as PV, P> ® and P'*.?> Magnetic
circular dichroism (MCD) was also applied to suggest the capa-
bility of electron delivery by the P-cluster.** Nowadays, theoretical
calculations with density functional theory (DFT)* have provided
the viewpoint that Fe6 and Fe7 are the most oxidized irons, and
many-electron quantum wavefunction simulations illustrate the
possible spin states and electronic structure of the P-cluster in
plenty of aspects based on crystal structures.”® However, the
detailed valence assignment of the P-cluster has not been
analyzed specifically and agreed thus far. It will be helpful to
extrapolate which irons play major roles in transferring electrons
as the deficit-spending model describes. This inspired us to
analyze the oxidation states of each iron in the P-cluster from the
point of view of protein structures by the bond valence method.

The bond valence method was first used to analyze inorganic
crystal structures®?*® and was gradually applied in other
fields.*”** It can be traced back historically to a proposal by
Pauling.” It is a classic and valid approach for assessing the
charge between a metal atom and its bound coordinated atoms,
and has proved an effective method to evaluate the electron
density in a delocalized system® and the oxidation states of
metals in a metalloprotein.***® Up to now, the crystallographic
structures of MoFe proteins deposited in the PDB have supplied
sufficient bond data for M- and P-clusters. We have used this
method to evaluate the valences of molybdenum(u) and vana-
dium(m) in FeMo/V-cofactors and the corresponding oxidation
states of seven irons.*® In this work, we try to use the bond valence
method to analyze the oxidation states of irons in P-clusters and
to explore the function of P" in electron delivery between [Fe,S,]
and FeMo-cofactor from different oxidized iron sites.

2 Calculation method

Bond valence sums (BVSs) were calculated using eqn (2), as
shown below:

Si:

Zexp[(Ro —ry)/B] (2)

J

S, = ZS,. 3)

S; represents the calculated bond valence sum of each iron, and
S, in eqn (3) refers to the calculated valence sum of all eight Fe1-
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Fe8 irons (abbreviated to 8Fe below) in the P-cluster. The term r;
is the bond distance between metal i (Fe) and ligand j (S/O/N/C),
and B is commonly related to the softness of the bond*” and
used as a constant equal to 0.37 A2 R, is a constant for
a specific bond and varies with the assumed metal valence
(Fe™) and coordinated atom as shown in Table 1. The values of
R, can be viewed on the web.*5*°

For P-clusters in Mo/VFe proteins, r; is measured from
crystal structures of Mo/VFe proteins deposited in the RCSB
Protein Data Bank (PDB), which presently contains data on 119
P-clusters in 53 MoFe proteins and 10 P-clusters in 5 VFe
proteins. For 14 PN-type model compounds, ry; is acquired from
the Cambridge Crystallographic Data Centre (CCDC) and
measured by Pymol. The valences of Fe atoms were calculated
by using R, (+n) that corresponds to Fe** and Fe** coordinated
with different ligands. All r; values and their resulting S; values
are estimated to the third decimal place. Detailed bond valence
calculations of all PDB entries and model compounds are given
in Tables S4-S116.}

As an evaluation index, the absolute deviation |d| (d = S; — n,
n is expected valence +2 or +3 for Fe atoms) represents the
discrepancy between the calculated and expected valences,
showing the fitting effects of R, (+2) and R, (+3). Due to the
electron delocalization in P-clusters,** some valences calculated
with R, (+2) and R, (+3) show similar values of |d|. In this situ-
ation, iron valences can properly be regarded as mixed valence
rather than integral valence. When the differences in
|d| between R, (+2) and R, (+3) are distinct, the oxidation states
of iron atoms should be assigned as the valence which has the
smaller and more suitable value of |d|. The calculated valence
sums of Fel-Fe8 (S, also contrast with the assumed 8Fe all-
ferrous valences which sum to “16” and all-ferric valences
which sum to “24”. The resulting values of |d| shown in Fig. 2a
and 4a imply the possible numbers of Fe®" covered in this
electron delocalization system and the total electrons reserved
in P-clusters.

As shown in Fig. 1b, in P! after single-electron oxidation of
PY, Fe6 moves away from the central hexa-coordinated S1 atom
and coordinates with the O atom in nearby amino acids such as
SerP188 in the MoFe protein of Azotobacter vinelandii (Av). With
further one-electron oxidation, as shown in Fig. 1c, Fe5 in P**
leaves the central S1 and bonds with the backbone amide N
atom of Cysa88 in Av. Thus, the bonds of Fe5-S1 and Fe6-S1 are
disconnected and Fe5-N and Fe6-O are formed in P'" and P**
respectively. Due to there being only a small number of
deposited PDB entries containing P> or superposition of PY/**,
where two oxidation states coexist in P-clusters, we focus on
researching the abundant data on PN and pick out the part

Table1 The values of Rg corresponding to different types of bonds in
P-clusters and their simulations

M-L bonds Ro (A) M-L bonds Ro (A)

Fe*'-S 2.120 °* Fe*'-S 2.149 32
Fe*'-0 1.715 *2 Fe*'-0 1.749 *2
Fe*'-N 1.769 >3 Fe*'-N 1.815 3
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Fig.1 Molecular structures of PN (a), P cluster (b) (PDB entry: 6CDK) and P?* (c) (PDB entry: 3U7Q) in MoFe proteins, and model compound of
PN cluster (d) (CSD refcode: MUFQUA). Colors are Fe in green, S in yellow, O in red, N in blue, Si in plum and C in black.

relating to P in the superposition structure, such as 3U7Q
which is in the PV>" mixed state. The only data assigned as P**
in MoFe protein (PDB entry: 6CDK) was also abandoned,
because of the transient existence of P'*, dubious Fe-Fe and Fe-
S bond distances® and incompleteness of the crystal data.”

To achieve reasonable big data analysis of bond valences, on
the one hand, we carefully picked out these valid data in terms
of protein structures. The P-clusters (PDB entries: 1M34, 5CX1,
5VQ4) which were not clearly assigned as P™''* in their confor-
mational structures, were recognized as PV according to the
reductive environments of protein purification, as Table S27
illustrates. Those data from unreasonable models (PDB entries:
1MIO, 3K1A) or structures containing deficient atoms (PDB
entry: 607S) were abandoned, as shown in Table S3.f The
protein data with unusually short Fe-S bonds (PDB entries:
1M1Y, 2AFI, 6BBL, 60P1, 60P2, 60P4) which result in faulty S,
of 8Fe by using R, (+2) above or approximating to 24 were not
included in the analysis.

On the other hand, the bond valence method is empirical
and has a great demand for high-precision data for bond
distances. Thus, to deduce a more reasonable bond valence for
each iron S; from all calculated P-clusters, it is crucial to select
a suitable weighting formulation that includes resolutions of
PDB data as weighting factors. Considering that a smaller value
of the resolution 4; should have a higher weight w;, each w,(4;) of
PDB entries should be set as a function of the reciprocal reso-
lution. It is appropriate to modify the inverse distance weighted
(IDW) interpolation method to set a series of weights:

w; = A[_#)/Z(AI_P) (4)

5216 | RSC Adv, 2022, 12, 5214-5224

1

1

N N N
S_w = ZSI'W;'/Z w; = ZSiwi (5)

Univariate IDW interpolation is used widely by earth scien-
tists in geochemistry.”**° The character of eqn (4) is the same as
the basic principle of IDW:* the calculated bond valences S;
from smaller values of resolution 4; such as 3U7Q have a greater
influence on the weighted average valence than those from
larger values of resolution, such as 1M34. S, in eqn (5) is the
weighted average of the calculated valences S; of different Fe
atoms from all analyzed PN clusters. N is the number of
samples, including 69 PV clusters of MoFe proteins and 10 PN

N
clusters of VFe proteins. » w; is actually equal to 1 in this

i
equation. Parameter p is an exponential parameter usually set to
around 0.5-3.0 by the user.®>** By comparing different w; by
using different p values from a small amount of VFe protein
data as shown in Table 2, we adopt p = 1, which also

Table2 The values of w; obtained by adopting different p in P-clusters
of VFe proteins along with different resolutions

w;
PDB entries Res (A) p=0.5 p= p= p=
7ADR 1.00 0.106 0.112 0.123 0.135
7ADY 1.05 0.103 0.106 0.112 0.116
7AIZ 1.05 0.103 0.106 0.112 0.116
6FEA 1.20 0.097 0.093 0.086 0.078
SN6Y 1.35 0.091 0.083 0.068 0.055

© 2022 The Author(s). Published by the Royal Society of Chemistry
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generate balanced w; for MoFe protein data of all various reso-
lutions as in Fig. S1.1

Detailed supplemental illustrations of IDW, PDB classifica-
tions and bond valence calculations of all the above adopted
and abandoned P-clusters can be seen in the ESL ¥

3 Results and discussion

3.1. Criteria for valence assignment from 14 PV model
compounds

Since BVS is an empirical method and considering the electron
delocalization existing in an Fe-S cluster system, it is necessary
to set a value of D as a valence assignment criterion to identify
different integral and mixed valences. We consider that the new
criterion applied to P-clusters could refer to the BVS results of
the PN model compounds by using the same R, parameter. 14
model compounds of PN have been selected from the Cam-
bridge Crystallographic Data Centre (CCDC) and calculated by
BVS. As shown in Fig. 1d, these model compounds have the
same coordinated sites as natural PY. From the viewpoint of
electronic structures, the P~ model compounds have the same
electron delocalization as natural PN, and are calculated by BVS
as 2Fe**6Fe®’, which is consistent with previous reports.**
After optimal selections of two calculated valences by using R,
(+2) and R, (+3), two Fe(m) and irons with mixed valences
commonly exist in model compounds, as shown in Table 3. In
a previous article about model compounds, the terminal Fel
and Fe5 of each doublet were proved to be Fe** %% which is
completely consistent with the calculated values.

Although Thorp had stated that BVS values calculated from
Brown's distance were reliable to 4+0.25 units,**** we think that
the electron delocalization in P-clusters compared with inor-
ganic crystals requires a larger error-tolerance interval. In
Table 3, we presumed three acceptable D values of 0.25, 0.3 and
0.35 as valence assignment criteria to compare the different
valence assignments of iron. When the absolute deviation
|d| between the calculated valence and the assumed valence is
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less than the valence assignment criterion D, such as 0.25, the
irons are assumed to have valence Fe*"*"; otherwise they ought
to be assigned as having uncertainly mixed valence like Fe***,

In Table 3, Fe4 and Fe8 sometimes show the character of
mixed valence, which may be due to their spatial locations
being adjacent to ferric Fel and Fe5. When choosing D as 0.25,
several CSD entries like MUFREL and NIFWOQ show that Fe2/3/
6/7 are assigned as mixed valences, which are obviously big
deviations from the actual conclusion of 2Fe**6Fe>*. If we set
our sights on D = 0.35, this high error tolerance leads to another
completely unreasonable conclusion that three or four irons(III)
exist in PN model compounds (CSD codes: MUFQOU and
WUZDAW).

In contrast, adopting 0.3 as the valence assignment criterion
D, we find that the calculated and observed values are in good
agreement, except for one or two irons with mixed valence. As
discussed above, it is more credible for P-clusters to take
a valence assignment criterion D = 0.3, according to the devi-
ation calibration with the 14 most structurally similar PN model
compounds. Thus, the following discussions about valence
distributions of PN in Mo/VFe nitrogenases are based on this
adopted criterion D.

3.2. Valence analyses of P¥ clusters in MoFe proteins

Fig. 2 shows the absolute deviations |d| of all 8 irons and each
iron between calculated and assumed valences of PN in the
resting state at a resolution of 2.3 A. Detailed calculated results
of each iron are shown in Table 4. In Fig. 2a, the discrepancies
in the total valences of 8Fe between groups of R, (+2) (black) and
R, (+3) (red) are obvious within a resolution of 1.6 A. The
weighted average value of |d| in the group of R, (+2) is 2.15 if we
assume P" is all-ferrous, and the corresponding |d| in the group
of Ry (+3) is 4.47 when P" is assumed to be all-ferric. The smaller
deviation calculated from all-ferrous parameters indicates that
P" has a strong reductive property as previously reported® and
could undertake the function of delivering electrons.Fig. 2(b-i)

Table 3 The optimal calculated bond valences of Fe atoms in 14 model compounds obtained by using Rq (+2) or Ry (+3). Numbers of irons
assigned different valences by using different presumed D are shown below

n(+3): n(+2) : n(|d| n(+3):n(+2): n(|d| n(+3): n(+2): n(|d|

CSD Refcodes Fe(1) Fe(2) Fe(3) Fe(d) Fe(5) Fe(6) Fe(7) Fe(8) Sum  >0.25) >0.3) >0.35)
DUGNEZ 2.809 2.217 2.213 1.944 2.826 2.196 2.243 1.925 18.373 2:6:0 2:6:0 2:6:0
MUFPOT 2.814 2.234 2.145 2.608 2.842 2.249 2.140 2.606 19.639 2:4:2 2:4:2 2:4:2
MUFPUZ 2.804 2.217 2.146 2.322 2.804 2.217 2.146 2.322 18.978 2:4:2 2:4:2 2:6:0
MUFQAG 2.813 2.144 2.239 2.392 2.794 2.160 2.216 2.599 19.357 2:4:2 2:4:2 2:4:2
MUFQEK 2.809 2.232 2.169 2.628 2.886 2.277 2.153 2.607 19.760 2:3:3 2:4:2 2:4:2
MUFQIO 2.841 2.241 2.162 2.362 2.841 2.241 2.162 2.362 19.211 2:4:2 2:4:2 2:4:2
MUFQOU 2.898 2.212 2.201 2.660 2.764 2.228 2.185 2.347 19.495 2:4:2 2:4:2 3:5:0
MUFQUA 3.028 2.196 2.190 2.640 2.960 2.280 2.236 2.624 20.153 2:3:3 2:4:2 2:4:2
MUFRAH 2.983 2.206 2.198 2.267 2.932 2.226 2.236 2.361 19.409 2:4:2 2:5:1 2:5:1
MUFREL 3.000 2.268 2.188 2.335 3.004 2.290 2.350 2.166 19.601 2:2:4 2:4:2 2:6:0
NIFWOQ 2.855 2.139 2.267 2.350 2.855 2.139 2.267 2.350 19.223 2:2:4 2:4:2 2:6:0
NIFWUW 2.805 2.192 2.118 2.393 2.752 2.288 2.220 2.634 19.402 2:3:3 2:4:2 2:4:2
NIFXAD 2.840 2.230 2.196 2.620 2.840 2.230 2.196 2.620 19.772 2:4:2 2:4:2 2:4:2
WUZDAW 2.829 2.239 2.156 2.677 2.829 2.239 2.156 2.677 19.803 2:4:2 2:4:2 4:4:0
Average 2.866 2.212 2.185 2.443 2.852 2.233 2.208 2.443 19.441 2:4:2 2:4:2 2:4:2

© 2022 The Author(s). Published by the Royal Society of Chemistry
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Fig.2 The values of |d| of (a) total eight irons and (b—i) Fel to Fe8 in PN of FeMo proteins in terms of R (+2) (black) and Ry (+3) (red) respectively.
Resolution is on the horizontal axis and the value of |d| is on the vertical axis. Some unusual PN data (PDB entries: IM1Y, 2AFI, 6BBL, 60P1, 60P2,

60P4) are excluded.

show the absolute deviations |d| between calculated and
presumed valences of each Fe, by using the parameters of R,
(+2) and R, (+3) at different resolutions.

For Fel, it is clear that most deviations |d| of the two groups
are separated by a value of 0.4 in Fig. 2b, with a weighted
average value of 0.29 for group R, (+2) and 0.54 for R, (+3) within
2.3 A resolution. As can be seen from Table 4, the difference
|d| between the BVS of R, (+2) and +2 valence even drops to 0.25
within a resolution of 1.6 A, with both |d| of R, (+2) below the
adopted D, which implies that Fel tends to be ferrous and the
assignment of Fe(u) might be appropriate. For Fe2, the weighted
average value of |d| is 0.27 for R, (+2) and 0.55 for R, (+3).
Besides, Fe2 is prone to be iron(un) whose |d| is 0.24, which is
obviously below D = 0.30 in group R, (+2) within the resolution
of 1.6 A. For Fe3, it is the iron which is most prone to be Fe(im)
compared with other irons, where its weighted average values of
|d| for Ry (+2) and R, (+3) are 0.51 and 0.30, respectively.
However, compared with Fe3 which possesses a smaller devia-
tion |d| of R, (+3) than R, (+2) in the overall data, the |d| of the
two groups R, (+2) and R, (+3) for Fe4 partly overlap and are
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tangled up over the whole range of resolutions, where its
weighted averages |d| are 0.40 and 0.41 for R, (+2) and R, (+3).
This implies that Fe4 has a strong mixed valence character®*®
with a more oxidized state than Fe(u), and the valence assign-
ment of Fe4 could not be defined.

In the same way, Fe5, Fe6 and Fe7 are more inclined to be
Fe®" rather than Fe*" in Fig. 2. The corresponding weighted
average values of |d| of R, (+2) and R, (+3) are 0.25 and 0.58 for
Fe5, 0.04 and 0.80 for Fe6, and 0.28 and 0.54 for Fe7, respec-
tively. The deviations 0.18 and 0.05 for group R, (+2) of Fe5 and
Fe6 are even smaller than 0.2 within a resolution of 1.6 A.
However, unlike Fe5 or Fe6, as shown in Fig. 2f-g, the groups of
R, (+2) and R, (+3) for Fe7 are separated by D but are not so
distinet, which implies that its electrons are not well localized.
The |d| values of Fe8 for R, (+2) groups are 0.31 and 0.32,
respectively, no matter whether the data are for resolutions
below 1.6 A or 2.3 A. Referring to the aforementioned valence
assignment criterion |D| of 0.3, Fe8 and Fe4 are alike and should
be regarded as mixed valence, but Fe4 has a tendency to be
more oxidative than Fe8. From Table 4, the weighted average

© 2022 The Author(s). Published by the Royal Society of Chemistry


http://creativecommons.org/licenses/by-nc/3.0/
http://creativecommons.org/licenses/by-nc/3.0/
https://doi.org/10.1039/d1ra08507g

View Article Online
RSC Advances

Paper

S06°6T 8.¥°C 696°C (4144 €6€'C L19°C ¢eL'T 0Ts'c S6€'C SOv'8T 167°C GLET 780°C SLT'C (V14744 91¢"¢C 0€ec vice
8€0°0T €6F'T LTST 00€T €6€T IT9T TBLT TOST IEF'T  8TS'8T  SOET 9€€T  9TL'T  €ITT  VIPT TLST PIET  8¥TT €8'T 1sHOMIS
TL6°61T 149744 00SC ovee 00¢°¢ 98¥°C SvL'T TLS°C ges'c 997%°81 90¢€'C cree 791°C 9C1'C 66C°C 8€G'C LLE°T vvee
9,007 TLFT  L6V'C  8TET 96VT €9ST  8L9°C €09T OVF'T  €9S'8T  S8TT 60€T €ST'T  80ET 0LET  9LFT  LOVT  9STT
69C°0¢C 9Ts"C (454 viee 79¢°¢ 109°C 9LL'C T€9'C 29T V.81 9¢€€'C ee LV0"C 981°C Sov'C £9S"C €EV'T 9T¥'C
90002 0.F'CT ¥8ST 60€T 68YT €0VT T6LT VOST SSP'T  86V'8T  ¥8TT  68€T SET'T  TOET TCCT  I8ST  SIET  0LTT
LV9'61 86€°C LLVC 89T'C 60CC GLS'C ¥9L°C ¥8¢°C TLE°C G91°81T L1T'C 06C°C £60"C (4704 18¢€'C €6s'c 68¢€°C €61°C
808'6T TIST 80ST SPET SSPT 98€T 0S9C 0TST €€P'T  STE8T  TTET 6IET 89T'T  0LTT 90TT OSP'T OEET  6¥CT
9%0°07  0S'T F9ST  LPET  68€T  6LV'T  699°C S0ST 88T  SES'8T  SIET  0LET  OLI'T  60TC ¢6TT 89T  9IET  €6€T
0¥6'6T  ¥8F'C 6IST 65CC  08F'T  €0F'T  TELT  €CST  OVST  9EF'8T  96TC  6TET  680°C  €6TC  TCTT 9TST  E€EET  8PET SLT o TXOS
66S°8T vLT'C 0ve'e 61T°C L1S°C S6v'c ¢LTT €6C°C 67S°C 96T°LT 010°C 10T 6S6°T LTET L0€°C 10T°C £€80°C 8€E€'C
06V'8T  60TCT 960C 8TL'T 8LVT LPST LTFT VTTT 18T  S60°LT  THOT 8E6'T  896'T  I6TT SSET  ¥PTT  9S0T  10TT vLT s2LXA9
719°61 TLST £9SC 18T°C 0Tee 98¥°C 869°C 6L£C 16€C GET'8T 8.€°C vLEC 60T°C SY1'C 66C°C 86¥°C 661°C vLTC
TIS6T  OTF'C  €85C  8FI'T 6€€T LI9CT 8T9C 9S€'T 6ChC  THO'ST  8TCT 68€T 986'T €9T'C 0THT O0€V'T  6LTC  9¥CT (78 2 EOAS
[ YAN14 LSVC 61¥'C L6T°C G18'C T67°C 108°C P44 8¥5'C 7€6°81 66C'C L8T°C 0CcCC 88¥°C 81€'C €89'C 16€'C 887'C
LL¥0T  L8FT  BLVT  TOVT  T69°C  L0ST  T06'C €PST  SLPT  6€8°8T  TLTT 9€TT  VTL'T  €09'C  €0€T 06T  PSET  9SET 0LT ¢,dLO9
ViV 0TS0 LSS0 £6L°0 7590 €S7°0 T€€°0 16570 7850 (444 ¥I€0 1LT0 8¥%0°0 €8T°0 89¢€°0 870 6€T°0 LYT0 _N_ pawSm
9¢S'6T  06¥V'C €¥P'CT  €0TT 8FET  LPST  699'C 60%'c  8I¥C  ¢SI'8T  ¥IET 1LCC  8%0'C  €8T'C 89€T T8V'T  6E£TT  L¥CT (Yorw “g
SLL0T  OLF'T  9LE£T  69TT  LOVT T96T  9E6'C 89T  LOLT  60T6T  ¥8TT  L6L'C  860°T STTT 8ELT SILT  6VFT  £€0ST
018°0¢C T97°C 68¢C°C LVC'T 98¢°C €98°C ¢S6°C 99/2°C vv8'C ve6el GLT'C LIT'C £L0°C 90C'C 679°C 6¢CLC FASI 4 0€9°C 09°'T 4, €409
6TE8T  €9TT  SIET  S60°T S6TT  €LET  S9ST  99TT  8ST'T  6TEBT  €9TT  SIET  S60T  S6TT  €LET  S9ST  99TT  8STT
LV9'81 LEET 14454 691°C 96¢C°C 08¢€'C 6L5°C 6v¢EC 61T LV9°8T1 LEEC vvee 691°C 96¢C'C 08¢"C 6.S°C 6¥¢€C (44 09°'T ¢,/ DALDS
T9T6T  019°C L9¥'T LOT'T  L6TT 90ST 9EST  SLET  99€'T  OI8LT  E€IFT  I8TT 8F6'T  €TI'T  LIET  SPET  961°C  L8TT (\d SE P3[PPOIN)
LLT°6T 999°C €99°C 8V1'C 08¢'¢ LEV'T ¥05'C G8T'C S6¢C'C T€L LT S97°'C 69¢€°C £86°T 80T'C €67'C 91¢"C CIT'C (4454 09°'T oz SHOT
€59°8T  SLVT S9€T  SSTT  P8TT  TLET 8OV'T S9TT  6TTT  LPTLT  88TT  L8T'C  S80°T CILCT €61 LTTT  S60T  190°T
6681 18¢€'C 78¢TC LTT'T 96C°C L6V'C 98¢€'C 61¢EC TLET Tre LT 20T'C 0TT'C 650°C €CT'e 80€'C 90CC 1474%4 €61°C 09°'T mnDOOH
9¥6'6T  S6F'T T9¥'T  T€ET  OIFT  T9ST  SPLT  TIST  6TFT  THP'8T  L0€T  SLTT  SST'T  6TTT  69€T  8ES'T  €TET  9VTT
£68°61 SLV'C 99¥°¢C STEC T07'C £SS°C €62°C 8/¥'C €Iv'C 09¢°8T 88¢'C 08¢C'C ovre 0CC'c 79¢'C ) 44 16T°C T1€T'C €91 <« HAAS
0TT0T  ¥SP'T PEPT TI9TT TOST V9ST  LE8'T  PSST  EIST  €09'8T  69TT ISTT T60T  PIET TLET  €T9T  T9ET  €TET
80%°0¢C 786°C 70SC G9€'C 916°C L19°C 182°C €08°C 8€6'C 698°8T1 68¢€°C S1EC L8T°C 9Te'C (V4744 TLSC vIee LVEeC 0s'T 5, AOLLY
TS6'6T  S0S'T  €IFT  OIET  PSYT  S9ST  TLLT  LTPT  90ST  €9€'8T  16TT ISTT SST'T  €STT  68€T  8EST TETLT  €STT
098°61 8.¥'C SEV'C T€€C LEV'C 786°C SvL'T viv'e 9EV'C 8¥¥'8T 91€'C T1€T'C 9€TC 69C'C TLET €99°C vvee L1E°C ev'T y LIV
LVE6T  9SF'T  08€T  TLTT 9TET  LPST 8E9T  SLET  TSE'T  888°LT  TLTT  TOTT 00L'T  IST'C  SSET  6EFT  961°C  SLTT
8€¢°61 (44741 S6€°C §9TC G8¢C'C ¥csT LV9°C T0¥'¢C 8LE°C 6/48°LT 86T'C ST1CC 760°C (49 %4 VEE'T LYY'C 0TT'C 661°C €T mnmmp
T89°6T 08F'T LEV'T PSTT TLET L8ST VBT VPPT €THT  86I'8T  €6TT FSTT ¥80T  €6IC TGET T8YT  09TT  I¥TT
765°61 T97°C 96¥°C 8.T'C (V14744 £TS'C 6€9°C €8¢€'C °6¢€°C LIT'8T GLT'T 80€'C 90TC LET'T 9¢€"C (Va4 €0T'C T1C'C
0£S'6T  I8F'C TTHT 69TT 09€T 69S°T 909'C 9TF'T  LOF'T  LSO'8T  ¥6TT 6€TT 860°T T8L'T 9LET 60T  FETT  STTT
STS'6T  98F'C  L9V'T 8VTT I8ET 9SST  ¥T9T  9LET  LLET  €PO'8T  86TT  I8TT  6L0T TOTT VI9ET  9THT  L6T'T  86TT 9T'T NTINT
L8T'6T  £9ST S9ST 8EOT 6VTT TOVT OI9T 60€T  L8ET  IPLLT  €LET  TLET V88T 6L0°C  9/TT  EIFT  SETT  LOTT (\d SE P3[PPOIN)
790°61 9€S'C 096C 296°T L1T'C 8S¥°C £€79°C 60¢°C 66€°C £T9°LT svee £9¢€°C 7181 0S0°C €LT'T 9Ty T SET'T 81C'C 80°T 2. SIUMV
80S'6T  TPS'T €6V'C 8I0T €IET SSST  8EL'T  8LET  89F'T  LEO'BT  TSET  SOET 998T  6ETT  TI9ET  TEST 661T  T8TT (\d SE P3[PPOIN)
6761 8¥S'C 0TS C ¢S0°C 89T'C £SS'C veLT 6L£°C 47444 T20°8T 9¢€'C 0ceT L68°T £60°C €9¢€°C £TS"C 00C'¢C 6SCC 00'T thDm
mﬂmuao.uaw 9JOIN ur an
(ca8)'s 894 L34 924 CEE | vod €24 724 124 (248)'s 84 L34 924 Sod vod €24 7od 24 (V) sod $apod gad
(e+) %1 (T+) o4

'80US217 PaNoduN '€ [ RJBWWODUON-UO NG LMY suowiwoD aaieas) e sopun pasusol|stapnesiyl |IIETEEL (o)
"INd €0:€T 0T SZ0Z/v/2T U0 papeo|umoqd "ZZ0z Afeniged TT UO paustignd 801y sseooy uedo

nd 0 Hed ayy uo pasndoy aJe uonisodsadns
/nd UHM SBLAUS gad "suI2104d 94A G 4O  d 0T pue suleiold 40 0 4O \d 69 Bulpmoul ‘Aj9Adadsal ‘eyep 49Isnd-d PlieA Ul , 24 pue , 24 104 0y Y3IM pa3eindjed swins 8dUsleA puoq 8yl + agel

RSC Adv, 2022, 12, 5214-5224 | 5219

© 2022 The Author(s). Published by the Royal Society of Chemistry


http://creativecommons.org/licenses/by-nc/3.0/
http://creativecommons.org/licenses/by-nc/3.0/
https://doi.org/10.1039/d1ra08507g

View Article Online

Paper

RSC Advances

9/5'% 6CF'0  8/£0 £€9/°0 FI9°0 8TS0 €/F0  €£L°0 8590 6S6'T LL€0  ¥TFO  690°0 90T°0 98T°0 9€E0  960°0  S9T0 |p| poySrom
Vev'6T  1LSC  TTIT  LETT  98€T  TULVT LTST  L9TT  TVET  6S6’LT  LLET  VTV'T  690°C 90TT 98CT'C 9£€°T  960°C  S9T'T s
10L°'6T 879Cc 8¥9'C 88TT S¥PT  €SP'T  9TST  IvET  TLE£T  9T¢8T  0€k'T  6¥bT  SII'CT  19TC  69TC  9€€°T  S9T'C  T6IT
SIT'0C  ¢99'c 9TL'C €S€C 88F'C €ISCT I€9°C  0T€T €€V'CT  66S°8T  I9¥'C  IIST 9/I'C  00€T ¥TET CEV'T  SPI'T  6VTT ceT LAINS
L7961  S6S'T LS9T OVTT LEV'T T8Y'T  8LSCT 6LTT 6S€T  8VI'ST  00F'C LSP'T TL0CT  €STC  S6TT €8¢  80I'T  ISTT (yd S® PIIPPOIN)
00S'6T 809'C /£9'C €ITT €6€£T 60ST SEST  ¥LTT  I€€T  0£0'8T  TI¥C  8E€P'CT  9F0'C  €ITT 0TET  WPET  €0T'C  SST'T 0TI 06VAA9
LET'6T  F¥IS'T 06T €ST'c 8I€T <T8F'CT 68F'C 8E€TT TSET  €69°LT  STET  S6€T  066'T €FI'T  S6TT  I0€T  690°C  S/TT (yd S® PIIPPOIN)
6IE'6T €¥S'T 0T9CT 0STT ©8ET FSHT 66F'C ISTT 0TET  198°LT  ISET  CCH'T  080°C T0TT 69TC IIET 180T  SPIC S0'T s ZIVL
€€T6T  8¥S'C 18S'C L8T'CT 6VET €LF'T LIST 9¥TT  €€€°T  €8L°/T  9S€'T  98€T  TTOT  ILT'C  98TT  LTET  9L0°C  LST'T (yd S® PIIPPOIN)
SPT6T  €€S°CT  0T9C  ¥STT ISET  6EF'T  80ST  ¥HTT  LOST  S6LLT  TWET  €IVT  ¥80'C  WLI'CT  SSTT  6IET  SLOT  SETT SO'T asAdVL
61€6T S9S'C T09C ¥STT ¥8€T 0SP'T  ¥0S'T 0STT  CIET  ©98°LT  TLET  SOV'T  ¥80'C  ¥0TT S9TCT  SIET  180°C  LET'T (yd S® PIIPPOIN)
T0€'61  £SS'C  T6S'T LITT 1I9€T 9/b'T  €IST SSTT  6TET  9VSLT  S9€T  L6€T  0SO'C  €8T'C 06T  VTET  S80°C  HSI'T 00'T 4sdAVL
surjoxd 34A ur  d
96T Y670  6£S°0 9640  L/S0  90¥°0 86T0 €SS0 SES0  €SE€°T €2€°0  TI8T0 €V00  9¥C0  FOF'0  S0S'0 8970  S8TO |p| paySrom
$08'6T 90S'C I9%'Cc ¥0TT €TH'T ¥65T TOL'T LVP'T  S9¥'T  €S€'8T  €T€T  I8TT  €¥0'C  9¥T'T  WOV'C  SOS'T  89TCT  S8TT (YeTw) “g
016'8T  T/V'T ¥0€T /L/8T 90T°C 989°C SSL'T  6IFT I6T°C  ¥8PLT  98TC OST'CT 984T 6£0°C  €8F'CT  8¥ST  9€TT  9T0°C
€20°0C 0S8'C £S9'C 8/8'T 90TT L69T TI8'T W.LVT 66T EIS8T  S€9'T  LS¥T  LSLT OVO'T  €6¥'C  9¥9'CT  L8TT  8ITT 0€'C o, VOAS
868°0C 90S'C 979'C 8ST'C L£€T 108°C 608C T98'C 008°C €TE6T  LIET 8THT S66'T I9I'C  06ST L6S§T SP9'T  68ST
800'T¢ TPE'T 8€8'T VOET 6TET  TL8T  L8LT  €LLT  ¥9LT  STE6T  99T°C  ¥T9T  OST'T  $SI'T  9S9'C  LLST  ¥9S'T  9SS'T
6S0'TT  TIS'T £€£9CT 066’1 FIST IST'E €08'C LELT TILT 89F'6T  €TeT  8E€HF'T  OVS'T  STET  PI6T  T6ST  TEST  LOS'T
v/V'0T  T89'C  0/8°C TST'T  IIST  £99'C €89'C S69'C 9IST I£6'8T  08F'C 9/£T 066'T ITET 99¥'C 08V'T  TO6V'T  9TET 0€'C g PENT
S96'0C  86S'C 8FLT 8T6'T THY'T S8F'T  09S'C  09/°C SPO'E  STO6T  COP'C  IPS'T €841  8STT  L6TT  L9€T  TSS'T  SIST 0€'C 0gHSTT
veeTC  £98'C WIST 80€T ¥OLT WTLT  OT0'E $99'C  €vS'T  ISY6T  IV9C  SPET  WET'T  Sev'e I9%'C  8WLT LIVT  OIET
690°'TC  £S8'CT 9€S°CT 80€T €T9°T TI99T TL6'T ¥I9T 66T 9TL6T  1S9C  STET  WVET'T  00S'C  6IST  €8/C €9¥T  ISET LTT 54209
8¥9'6T 0Ch'c S00C FIPC 1TST 68SC VPO 9T€T  6TET  L9T'ST  8€TT  €S8°T  <TETT  ISET  W6ET  SI8T  IST'T €SI
000'TC 9¢8'C SI8T /SE€T 6ICTE PELT TO0'E  98ST 0SP'T  LIF6T  €29C  6/9'T 6LT°C 9/6'C 8TST SLLT  T6€T 99T 97T s,/ 1L09
TET'ET  €I€°€  S€9°C  TETT  8LT'S  LISE  TW6'T  6TCT  L8TE  88E€'IT  ¥90°€  LEV'T  ¥90'C 8€6'CT  L90°€  0TLT 190°C  6E0°E
0TS'cc  OfT'S  ¥T9'C SPET T6T'S LSTE  ¥S8T TICT  L08'CT  €T8°0CT ¥68'C LTHT 89TC €VO'E TIOE  6€9C SPO'T  S6S'T 01'C »sHAVT
6SV'IT  ThLT  L69°C 98T°C S6SCT  F08T IS0 FIST 688°C IVS'6T  9€ST V6T  TT0'T  00F'T  €6S°C €08°C VTET 19T
6ST'€C  ¥6¥'T  T08'CT SOP'C 886'C 68F'E  090°€ €FL'T  64T°€  SOS'IT  90€T 06ST €TTT  €9L°C 9TTE  6T8T  9£S°T  IE0°E €0'C <NINE
veE'6T  6VST  PEP'T  6FI'C  89F'T  66TC 9€L°CT  60V'T 06CC TO6'LT  S8TT  9/T°C  8€8'T  LE€T  TSTT WLST  69TT  TLOT
19¢'6T  T/¥'C  19¥'C 886’1  LtS'T SE€V'T ¥8LT  ¥S¥T  IVCT  9/8°/LT  LS€'T  1STT /86T  ¢8TT 9TI'T  0€ST  LTTT  LITT 00 5, 0L09
¥6€0T ¥6S'T 0I9C /TI'C 86€T 008°C S96'C ¥09'C 96TT LS8'8T 66£T €I¥T /L96'T LITT 68ST THLT 80F'T  €TIT (d S® PI[PPOIN)
0v0'0C 089'C €SS'C  0L0°C FEE'T T108°C 86L°C 9TH'T  LL£T  0€S'8T  8/FC 19T  ¥I6T  8SI'T 06T /85T ¥HCT  861°C 00 s VNMT
6/1'8T  €¥TT €STC  ¥66'T 16T  9/£T V9V'T  SIT'C  IVET 60891  FL0'C  €80°C ¥FS'T  IITT L61'C 8/TT 9S6'T  S9T'T
610°8T ¥I€T 92I'C 8S0C S6I'C ISP'T ¥6€T TLT'C  TIIET 0999T 6€T'C  996'T €06'T 620°C 992°C €ITC 800°C LET'T 06'T w5 dZMT
88%'8T  1S€C T8T'C O0ST'C 00€C 9S¥C L6F'C 19TC ¢6TT ¥60°LT  ¥LI'C  8T0C  886'T 9TT'CT  TLTT 80€T 060°C 61T
1/5°8T  €8€C ¥ITT ¥9T'CT  S6€T 98%'T  LEP'T  9€TT  SSTT  TLTLT ¥0TT  LVO'T  T00C  VITT  66C°C  €STCT  890°C  S80°C 06'T s VZMF
V8T'6T LIV SIET ¥CI'C  €6TC L£9CT 6ILTC 90V'T ¢LTT  8€L°LT S€Te IVL'C  ¥96°'T  0TT'CT  8€¥T  ¥IST  STCT  10T'T
€/L'8T  TIVC €6€T 90T°C WST'T  TEST  90S'T  ¥eeT  9¥TT  8SE€LT 0€TT  €1TT 6£0°CT  I66'T  IFET  LIST  6VICT  LL0°T 06'T s TTHT
STI'0T  96€C  LS9'T  6/£T L9ST €19C 8VST TCVT VVST  9V0'6T  LLTCT  €8F'T  LST'T  96€T WEV'T 0I9C ¥LET  9IET
665°0C €9¥'C S89'C TEET T6S'T €€9'C TC8T 89S'T F0OS'T 809'8T SITT 9SP'T 00TT WLET 9IF'T  9SET  6£TT  TSET 681 4,0L09
98T'6T 9I¥'c TCHT SL0°C S6TT £9ST 0T9T 9/£7T SIF'T  LE0'ST  SITT  LPES'T  ¥88T  T90T  60V'T V9F'T  ISET  SOET
80561 S6ET 6£ST L£0'T 0€TT  909'CT S99'C  €FS'T  €6'T  OVLLT  ¥ETT 6£TT  6I6°T  TCI'C  WLET  €TVT  L61'T  €€TT S8’ 1 o MdAS
(2a8)'s 8ad Ve | 994 gad ¥od € zad 194 (ad8)'s 8ad L4 924 god vod €ad 724 124 (y) sod Sapod gad
(e+) % (e+) %y

'80US217 PaNoduN '€ [ RJBWWODUON-UO NG LMY suowiwoD aaieas) e sopun pasusol|stapnesiyl |IIETEEL (o)

"INd E0:ET:0T G20Z/v/CT UO papeo|umoq 2g0z Afeniged TT UO paus!idnd 901y ssa00y uedo

(‘pu0cD) ¥ o1qel

© 2022 The Author(s). Published by the Royal Society of Chemistry

5220 | RSC Adv, 2022, 12, 5214-5224


http://creativecommons.org/licenses/by-nc/3.0/
http://creativecommons.org/licenses/by-nc/3.0/
https://doi.org/10.1039/d1ra08507g

Open Access Article. Published on 11 February 2022. Downloaded on 12/4/2025 10:13:03 PM.

Thisarticleislicensed under a Creative Commons Attribution-NonCommercial 3.0 Unported Licence.

(cc)

Paper

valence sum of 8Fe is 18.353 by using R, (+2), and most valence
sums of 8Fe are distributed in the range of 17 to 19, resembling
PY model compound DUGNEZ.® The above discussions and the
calculated results elucidate that resting state P clusters in
protein crystals contain one ferric and two iron atoms of mixed
valence, and ought to have an oxidation state approximately
equal to 6Fe(u)2Fe(m) with delocalized electrons. However, due
to widespread electron delocalization, mixed valences existing
in Fe3/4/8 influence their accurate valence assignments. Given
the limitation of BVS applied in a mixed-valence system, we
consider that Fe1/2/5/6/7 should be assigned to Fe*" and Fe4/8
are prone to being mixed valence as Fe***" or Fe>*", which
has been reported in [MFe3S,] model compounds.””* Fe3 has
a larger possibility of possessing states of Fe(m) or Fe>>*, and
more oxidative mixed valences compared with Fe4/8.

According to Fig. 2, we can see that Fe3 and Fe6 are obviously
the most oxidized and reduced iron atoms in P". When
changing our focus to the spatial locations of three clusters, as
shown in Fig. 3, we found that Fe3 has the shortest 9.0 A
distance in the eight iron atoms to homocitrate in the M-cluster,
which participates in catalysis as an electron-demander and
takes charge of the reduction of the substrate. Fe4, which ranks
as the second highest mixed valence in the eight irons, is also
the iron second closest to the M-cluster. Besides, Fe6 with
a distance of 15.0 A is the nearest iron to the electron-donor
[Fe,S,] which is responsible for the “backfill” electron transfer
to P'* in the deficit-spending mechanism. Similarly, Fe1/2,
which side by side with Fe6 perform with an obviously reduc-
tive character, are the irons spatially second closest to the F-
cluster.

From the perspective of PN structure, terminal Fe3 and Fe7
seem to be oxidized more easily, which is similar to the report
that oxidation occurs preferentially at the peripheral iron sites
Fe(1) and Fe(5) in PN model compounds.* Nearby Fe3 and Fe7,
Fe4 and Fe8 are also calculated out mixed valence as Fe(4) and
Fe(8). By maintaining PN in reductive solution with excess
reducing agents, plenty of experiments give the conclusion that
P" clusters are all-ferrous according to Mossbauer and EPR at
an early stage.?***?° But irons in model compounds of PN could
have the character of 6Fe(un)2Fe(m), as reported. As Fig. 1d

15.26A re2 AT . ia08k

Fe6 FeMo-cofactor

P¥ cluster

Fig. 3 The spatial position between the F-cluster, PN cluster and
FeMo-cofactor from PDB entry 4WZB in 1.9 A % which simultaneously
contains an MoFe protein and an Fe protein with the highest resolution
in all deposited PDB data. Nearby amino acid residues are simplified.
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shows, structures of PN model compounds display the same
coordinated sites as those amino acid residues bonding with
natural P, Interestingly, the terminal Fe(m) sites Fe1l and Fe5 in
PN model compounds correspond to terminal irons Fe3 and Fe7
in natural PY.**%* Thus, partially oxidized PN model compounds
could still maintain their original structure, which indicates
that PN in the form of protein crystals has the possibility of
being in the same oxidative state of 6Fe(u)2Fe(m) without
structural change. On the other hand, the calculated results of
the most accurate PDB entry 3U7Q indeed display consistent
conclusions with the above discussion. Its Fel, Fe2, Fe5 and Fe6
obviously approach Fe*" and Fe3 tends to Fe** with an average
value of 2.736 in the group of R, (+3), where different degrees of
mixed valence are distributed in electron-delocalized Fe4, Fe7
and Fe8.

Thus, we could conclude that the oxidation states of the
eight irons in PV of MoFe protein crystals are different and not
completely all-ferrous. In protein crystals, Fel, Fe2, Fe5 and Fe6
still perform with strong reductive character as in a reductive
bio-environment, but Fe3 and Fe4/8/7 are more oxidized than
other irons in consequence, even though P" is reduced in the
initial stage.

3.3. Valence analyses of PN clusters in VFe proteins

From Fig. 4, P-clusters of five VFe proteins have similar degrees
of oxidation states in each iron. The average valence sums S;
18.407 of 5N6Y and 18.089 of 6FEA by R, (+2) indicate that P-
clusters of the latter are more reduced than those of the
former as a whole, which is consistent with the discovery we
also made before for FeMo-cofactors.*

For Fel, Fe2, Fe4, Fe5 and Fe6 in Table 4 and Fig. 4a, their
sideways |d| of groups R, (+2) are below 0.3 and smaller than
those of R, (+3), indicating that the assignment of iron(u) is
appropriate, while Fe4 shows a small degree of mixed valence.
Compared with the PN of MoFe proteins in Fig. 4b, P-clusters in
VFe proteins have the similarity that Fe3, Fe7 and Fe8 perform
with obvious characters of mixed valences while there are
dramatic differences in Fe7 and Fe8 which are more oxidized
than Fe3. In Table 4 it can be seen that Fe7 and Fe8 with strong
electron delocalization have similar |d| of 0.38 and 0.43 by using
Ry (+3), and 0.42 and 0.38 by using R, (+2), which manifest the
tendency of Fe7 and Fe8 for being high mixed valence. Opposite
to MoFe proteins, Fe3 in VFe proteins are more inclined to be
iron(n) in mixed valence, with |d| of 0.34 and 0.47 by using R,
(+2) and R, (+3), respectively. From the perspective of the
weighted average valence sum S, (17.96) of 8Fe by R, (+2), the PV
in the VFe protein with a similar formal oxidation state of 6Fe(u)
2Fe(m), is more reductive than the MoFe protein to a small
degree. Although the core structure [FegS,] of the P-cluster is the
same in MoFe and VFe proteins, it can be seen that their elec-
tron distributions of the P-cluster are apparently different, as
the electron distribution of FeMo-co is also different from that
of VFe-co.*® The above difference could be attributed to different
structures between MoFe and VFe proteins, which may result in
different electron transfer channels to induce the formation of
the relevant iron oxidation states.
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Fig. 4 (a) |d| calculated for Ro (+2) (black) and Rq (+3) (red) of Fel-Fe8
in PN from 5 VFe proteins; (b) the weighted average |d| calculated for
Ro (+2) (black) and Ry (+3) (red) of Fel-Fe8 in PN from MoFe proteins.

4 Conclusions

We have studied all deposited P" in 119 P-clusters of 53 MoFe
PDB entries and 10 P-clusters of 5 VFe PDB entries with the
bond valence method. In Mo/VFe protein crystals, PN clusters
are all supposed formally to be 6Fe(i)2Fe(im). All of their Fel,
Fe2, Fe5 and Fe6 ought to be assigned as Fe**, while the mixed
valences Fe??*">** in Fe3, Fe4, Fe7 and Fe8 are differently
distributed, probably due to their different protein structures.
These reflect which Fe atoms have a tendency to maintain
oxidized or reduced states of Mo/VFe proteins in crystal form.
The calculated results of PN in crystals seem not to be the same
as in traditional ideas that PN clusters are “all-ferrous” from
those analyses in reductive solutions with excess reducing
agents. In view of the spatial position of the MoFe protein
crystal, the most oxidized Fe3 and reduced Fe6 are simulta-
neously the nearest irons to FeMo-co and [Fe,;S,], respectively. It
seems that Fe3 and Fe6 could function as the most convenient
electron transfer sites. This potential difference in PN clusters
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might be more suitable to correlate with the other two F- and M-
clusters as an important electron transfer station.

This work first applied the bond valence method in P-
clusters of Mo/VFe proteins statistically, which provided a new
perspective in the general electron distributions of P-clusters in
nitrogenase, and might be widely applied to other metal-
loenzyme systems with electron delocalization. Our work
delivers a much more detailed evaluation of the oxidation states
of the eight irons in the P-cluster, adding a special story to
research into nitrogenase. More insightful pursuits still need
further investigations. All of these studies were built on prede-
cessors’ work that supplied sufficient crystal data of Mo/VFe
proteins in the PDB to help educe reasonable results.
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