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Effect of H-bonding on network junction and
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polyacrylate films†
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Two series of polyacrylate films with different H-bonding capable monoacrylate copolymers were

synthesized by UV-initiated photo-polymerization. Detailed IR analyses on cured samples show that

networks made from structurally distinguishable mono-acrylate have significantly different extent of

H-bonded monoacrylate present. We found that this is induced by differences in the relative reaction

rate between homo-polymerization and copolymerization of the relevant monoacrylates and crosslinker

(PEGDA). Although ‘pre-organization’ of H-bond capable monoacrylates was observed for those tested

formulations prior to crosslinking, which should significantly increase the homo-polymerization rate, it

was found that the co-polymerization rate was also significantly increased. Furthermore, DQ NMR

analyses on these networks pinpoints the presence of H-bonding clusters, which decreases mobility of

chain segments near the H-bonding functional groups in the monoacrylate sidechains (dangling chain

segments of monoacrylate). However, the overall network topology does not alter significantly upon

forming H-bonding clusters in the monoacrylate sidechains. Finally it was also found that larger

H-bonding clusters increase the apparent network junction functionality. These findings are discussed in

the context of utilizing the H-bonding capable monoacrylates to tailor the microscopic topological

properties as well as macroscopic physical properties of photocured polyacrylate polymer films.

1. Introduction

Polyacrylate-based films have been widely used for biomedical
applications ranging from tissue engineering to drug delivery
due to their excellent biocompatibility and substantial durability.
Among the available methods for producing polyacrylates, photo-
initiated curing is the most popular approach implemented
in industrial manufacture due to its ease of application and fast
production.1–4 Modification of photo-cured crosslinked networks
can be easily achieved by copolymerizing functionalized (e.g.
hydrogen bonding capable) mono-vinyl monomers with divinyl

crosslinkers, enabling tailoring of their macroscopic properties.
However, as a consequence of the uncontrollable nature of free
radical polymerization, the resulting materials often have compli-
cated microscopic structures and network topologies which in
turn strongly affects their characteristics in bulk.5,6 Hence,
insights into the effects of including functionalized monoacrylates
on the local structure and chain dynamics within photo-cured
polyacrylate networks are of fundamental interest for designing
new functional materials.

H-bond capable monomers have been frequently introduced
into polymer networks to alter their apparent network density
in order to change their macroscopic physical properties.
Burattini et al. constructed a polyimide based tough elasto-
meric material with self-healable properties arising from
H-bonding and p–p stacking interactions between di-imide
and pyrenyl groups.7 Bhattarai et al. created a chitosan-based
tunable polymer network for localized drug delivery where the
release mechanism was controlled by the size of domains
arising due to H-bonding groups.8 In general, the glass transi-
tion temperature (Tg),9,10 network morphology,11,12 viscoelastic
property13 as well as the mechanical strength14 of modified
networks have been shown to be strongly influenced by the
presence of H-bonding, both directly by altering chain
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interactions and indirectly through cluster formation. UV-curable
(meth)acrylate monomers with H-bonding capability typically
involve hydroxyl (–OH) or amine (–NH2) groups. This seemingly
simple modification has been found to induce significant
changes in the bulk properties. Peppas et al. analyzed a series
of poly(ethylene glycol) based polyacrylate networks and found
H-bonding strongly affects solute diffusion through the
networks.15 Lewis et al. described a strong correlation between
monomer H-bonding strength and the viscoelastic properties of
loosely crosslinked H-bond capable polyacrylates.13 We have
previously described how H-bonding can induce changes in
mesh size, as assessed by NMR diffusometry and DSC
thermoporomety.16 Hence, while H-bonding capable mono-
mers can in principle be used to regulate the final properties,
the potential to exploit this approach to provide materials with
tunable properties for biomedical application is limited by the
lack of understanding into how changes at a molecular level
can induce local and intermediate-range structural modifica-
tions that determine the emergent physical properties of the
cured polymer networks.

Multiple techniques are used in combination to probe the
complex chemical structure and molecular dynamics in cross-
linked polymeric network. Nuclear magnetic resonance (NMR)
owing to its non-destructive and informative nature has been
widely applied in analyzing these systems.17 While the conven-
tional NMR spectral analysis provides highly selective structure
determination,18–20 NMR relaxometry provides further insights
into polymer chain dynamics.21,22 T2 relaxometry is more
commonly used for polymeric materials due to greater sensi-
tivity to small differences23,24 in crosslink density and chain
mobility. The ongoing developments in this important field
have been reviewed on several occasions.25,26 By implementing
Hahn-echo-based T2 analysis, Litvinov et al. successfully eval-
uated crosslink density of UV-cured PEG-DA networks.6

Recently, application of high resolution multiple quantum,
multi-quantum (MQ) NMR, techniques to polymeric materials

has been implemented, with chemical shift-specified residual
dipolar coupling constants, Dres, now obtainable through
accepted experimental and regularization procedure.27,28 We have
previously shown that T2 and MQ techniques can be particularly
useful when combined for extracting information about network
crosslink density and its relation to chain dynamics, as modulated
by functional group type and relative composition.5

In this study two series of UV-polymerized poly(ethylene
glycol)-based polyacrylate networks were synthesized by copo-
lymerizing the diacrylate (PEGDA-700) with monoacrylates,
bearing either terminal hydroxy (t-OH) or non-terminal amide
(nt-NH) H-bond capable functional groups on their side chains
(see Table 1) forming networks with multifunctional acrylic
network junctions interconnected by PEG chains with a fraction
of dangling monoacrylate sidechains. The weight percentage
(w%) of the PEGDA-700 in the curing formulation was system-
atically varied to evaluate the effect of gradually increasing the
H-bonding capability on the networks. After confirming high
double bond conversion by FTIR and 13C NMR spectroscopy,
the networks were studied by a series of analytical techniques.
The H-bonded fractions were estimated from the O–H and N–H
IR stretching bands in detailed FTIR analyses, while the poly-
mer chain dynamics were evaluated by dynamic mechanical
analyses (DMA), low field 1H NMR T2 relaxometry and high field
DQ NMR. We demonstrate how strikingly different properties
can emerge due to the formation of clusters of H-bonded mono-
arylate units, illustrated schematically in Fig. 1, associated with
the sidechains, whose sizes are regulated by the relative ratio
between homo- and co-polymerization of the H-bonding
capable monomers. The effects of H-bonding clusters on net-
work chain mobility were further examined using chemical-
shift specified residual dipolar coupling constants, Dres, extracted
from high resolution DQ NMR. Finally, the impact of H-bonding
on the curing kinetics, resulting in differences in cluster for-
mation, and on the network chain dynamics of H-bonding cap-
able side chains and polyacrylate network junctions are discussed.

Table 1 Details of chemicals used for network formation

Compounds Structure Mw (g mol�1)

Poly(ethylene glycol) diacrylate (PEGDA) 700

4-Hydroxyethyl acrylate (HEA) 116.1

2-[[(Butylamino)carbonyl]oxy]ethyl acrylate (BAC) 215.5

Hexyl Acrylate (HA)a 156.2

2,2-Dimethoxy-2-phenylacetophenone (DMPA) 256.3

a HA is included here as data5 for networks formed using it are used in the comparisons analyses below.
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That comparative discussion is facilitated by the inclusion of
relevant data from our earlier NMR and DMA study5 on similar
networks that were formed using the hexyl acrylate (HA) monomer
which contain no H-bond capable groups.

2. Experimental
2.1. Sample preparation

Polyethylene glycol-700-diacrylate (PEGDA-700, Mn 700 g mol�1,
nav 16, PDI: 1.05), Hexyl acrylate (HA), hydroxyethyl acrylate
(HEA), 2-[[(butylamino)carbonyl]oxy]ethyl acrylate (BAC); photo-
initiator: 2,2-dimethoxy-2-phenylacetophenone (DMPA) were
used for the syntheses of networks. All the chemicals were
obtained from Sigma Aldrich and used without any further
purification.

Networks were prepared by bulk UV-curing of the chemicals
(typically 5 g of mixture) with the proportion described in
Table 2 (Photo initiator: 10–20 mg 2,2-dimethoxy-2-phenylace-
tophenone (DMPA)). The formulation was poured into a Petri
dish, and then the Petri dish was passed through the UV-rig
(Heraeus Noblelight Fusion UV Inc.’s F300S model, with
I300MB irradiator which has a lamp power of 300 W in�2

(120 W cm�2), 1800 W total) 30 times. Afterwards, the cured
film was inverted, and was then passed through the UV-rig
a further 30 times. The rim of the resulting film was cut off,

and the remaining part with a thickness around 1 mm was used
for all the tests.

The double bond conversions of the films (which describes
the completeness of crosslinking reaction) was measured by
FTIR, and molecular weight of the hydrolyzed acrylate back-
bone chains was determined by chromatographic analyses.29

Results of network characterization are summarized in Table 2.

2.2. ATR-FTIR analyses

All the attenuated total reflectance Fourier transform infrared
spectroscopy (ATR-FTIR) analyses were performed on a Bruker
Alpha-P FTIR spectrometer for the original uncured acrylate
mixture and the cured polyacrylate films. The spectrometer
consisted of a diamond crystal ATR with a KBr beamsplitter.
The scanning range of the FT-IR used for this analysis was
ranged from 360–4000 cm�1 with a resolution of 2 cm�1.
64 scans were collected for each sample in total. Examples of
spectral deconvolution can be found in Fig. S10 (ESI†).

2.3. Mechanical analyses

The glass transition temperature and storage modulus of all
samples were measured (under elongation without pre-stretch-
ing) with a TA DMA Q800 Analyzer at a frequency of 1 Hz.
Dog-bone test sample bars of 5 mm width along the working
region, and 15 mm length were cut from cured films. The
thickness of the test bars were measured with a calibrated
micrometer. The DMA test were initiated at �90 1C and the
temperature was gradually increased up to 150 1C with a ramp
speed of 3 1C min�1. The oscillatory force was 13.28 N. The
typical displacement (extension) was around 4–8 mm (depend-
ing on sample).

2.4. Solid state NMR analyses of network structure

Solid-state magic angle spinning (MAS) 13C NMR spectra were
recorded using a Bruker Avance III 600 MHz instrument
equipped with a solid standard-bore Magic Angle Spinning
(SBMAS) probe. A 4 mm MAS rotor (of 80 mL sample volume)

Fig. 1 Illustration of the formation of microscopic H-bonding clusters
during bulk UV curing of a polyacrylate networks.

Table 2 Sample formulations and characterization of PEG-HEA and PEG-BAC networks by FTIR, dynamic mechanical analyses (DMA), gel permeation
chromatography (GPC), NMR relaxometry and DQ NMR analyses

No. MA Type w%MA
a (%) Conversionb (%)

DMAc GPCd T2 relaxometrye DQ NMRf

Tg (K) E0 (MPa) Mn(PAA) (kDa) PDI (PAA) n(PAA) Tdry
2,av (ms) Tsw

2,av(ms) Davg/2p (kHz)

1 HEA 10 91 � 5 246 28.3 9.5 2.2 131 154 160 2.26
2 HEA 30 95 � 5 254 20.8 10.5 2.1 146 174 188 1.83
3 HEA 50 92 � 5 263 13.5 11.8 2.5 164 212 237 1.51
4 HEA 70 91 � 5 274 7.5 12.7 2.7 177 261 319 0.99
5 HEA 90 90 � 5 289 2.8 11.3 2.6 157 324 565 0.43
6 BAC 10 92 � 5 247 27.1 11.2 2.2 155 150 164 2.20
7 BAC 30 93 � 5 252 19.5 10.2 2.7 142 172 188 1.71
8 BAC 50 91 � 5 260 12.5 12.8 2.0 178 226 247 1.43
9 BAC 70 91 � 5 268 7.0 11.5 2.6 160 332 418 0.89
10 BAC 90 89 � 5 274 2.5 9.9 2.1 138 574 697 0.42

a The remaining w% in each case is PEGDA, summing to 100%. b Determined by FTIR analyses of the CQC–H stretching band (810 cm�1). c E0 is
determined at 50 1C by DMA. d Polyacrylic acid (PAA) derived from the backbone component following network hydrolysis, was characterized by gel
permeation chromatography; Mn, number average molecular weight; PD, polydispersity; n(PAA), degree of polymerization. The error in Mn is
estimated at c. 10%. e Tdry

2,av, Tsw
2,av, average T2 relaxation for dry and swollen samples at 70 1C, respectively; the standard deviation is c. 10%. f Davg,

average residual dipolar coupling constant recorded at 70 1C, the standard deviation is again estimated at c. 10%.
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was used with a spinning rate of 12 kHz. Inverse-gated decou-
pling and cross-polarization (CP) pulse sequences were applied.
The 901 pulse length was calibrated to be 2 ms. The spectra were
recorded with two different cross-polarization times (tcp) of
0.5 and 10 ms, which were selected to distinguish between rigid
and soft parts of the material. The data recorded using 10 ms is
shown in ESI.†

2.5. 1H NMR T2 relaxation test

The 1H magnetization spin–spin relaxation (T2) times of
the networks were measured using a Bruker Minispec MQ20
spectrometer operating at 20 MHz. The T2 relaxation decay
was measured with the Hahn-echo (HE) pulse sequence,
90x1—tHE—180y1—tHE—(acquisition), where tHE Z 35 ms. In
the HE experiment, an echo signal is formed after the second
pulse in the HE with a maximum at time t = 2tHE after the first
901 pulse. By varying tHE, the amplitude of the transverse
magnetization, A(t), is measured as a function of time t. The
1H NMR T2 relaxation experiments in this study were per-
formed at 70 1C, which is 460 1C above the Tg value of the
networks. For experiments on swollen samples, samples were
swollen in the deuterated solvent C2D2Cl4 overnight before the
measurement. Detailed description about the T2 fitting can be
found in ESI† as well as our previous work.5

2.6. Homonuclear 1H–1H double quantum-single quantum
(DQ-SQ) correlation NMR

The 2D 1H double-quantum (DQ) correlation experiments were
carried out on a Varian VNMRS 850 MHz operating at a
1H Larmor frequency of 849.71 MHz equipped with a 1.6 mm
triple resonance probe. The MAS frequency was set to 40 kHz
and the sample temperature to 70 1C. The 901 pulse length was
calibrated to 2 ms. The data for all network samples were
acquired using a recently published improved version of the
Back-to-Back (BaBa) sequence, BaBa-xy16, for broadband
homonuclear DQ recoupling.28 The corresponding coupling
constant distributions are obtained by the evaluation of the
normalized build-up curves with ftikreg as describe in our
previous work.30 The extracted residual dipolar coupling con-
stants (Dres values) depend on the amplitude of the segmental
dynamics, e.g. bond vector fluctuations in a large flexible
molecule regarding to the angle between internuclear vector
and the symmetry axis of motion.28

3. Results
3.1. Network chemical structure characterization

Two series of networks containing either t-OH (PEG-HEA) or
nt-NH (PEG-BAC) groups with increasing weight fraction of
monoacrylate (MA), w%MA (w%MA = 100 � wtMA/(wtMA + wtPEG),
wtMA is the weight of monoacrylate, and wtPEG the weight of
PEGDA), were prepared as described in Section 2. To confirm
complete crosslinking polymerization of the formulations,
13C solid state NMR spectra and IR spectra were recorded for
all the samples. 1H solution-state NMR was used for analysis of

the sol fractions. The formulations and primary characteriza-
tion for all samples in the two series are shown in Table 2,
spectra and details of the analyses are included in the ESI† as
well as in our previous publication.5 The double bond conver-
sions for all the samples are found to be very high (490%), and
the amount of sol fraction determined by extraction was below
1 w%. No significant side reactions occurred during the curing
procedure for either series, as confirmed by 13C solid state NMR
analysis.

According to the procedure described in our previous
publication,5,29 Mn and PDI values of the polyacrylic acid
(PAA) present in the hydrolyzed networks were obtained by size
exclusion chromatography (SEC) and listed in Table 2 (details
of the analyses are in ESI†). PEG fraction was measured with
mass spectrometry detection, assuming equal MS sensitivity,
PEG has a Mn value of 488 Da. The molecular weight (Mn) of
the acrylate backbone chains, a characteristic parameter for
UV-cured PEGDA-based networks,29 was also measured. It was
found there is no statistically significant change across the
network series, given the estimated error of B10%, and the
values are similar to those we reported when using a non
H-bonding monomer.5 In general, these values are found to
depend on the polymerization rate and on the bimolecular
termination rate,31 which is apparently similar for the different
samples.

3.2. Spectral analysis of hydrogen bonding in the networks

Several methods can demonstrate the presence of H-bonding in
polymeric networks, with FT-IR most commonly used owing to
its convenience.32,33 H-bonding usually significantly reduces
the O–H (or N–H) bond strength, lowering the force constant
and shifting the stretching modes to lower wavenumbers. For
the PEG-HEA network series, it is observed that the O–H
stretching band energy decreases progressively with increase
in w%HEA (Fig. 2a). Typically, the stretching band of free
hydroxyl groups connected to an aliphatic chain is found well
above 3520 cm�1 within the blue area indicated.34 As illustrated
in Fig. 2d, we assign the gradual shift to lower wavenumber and
broadening of this band with increasing w%HEA to a greater
fraction of OH groups residing within increasingly large
H-bonding clusters, as opposed to those at their interfaces.35

We will return to the nature of these clusters in Section 4.
Furthermore, across this series of samples the effect of curing
on this region of the spectra is minimal as shown by the IR
analyses of pre-curing formulation (Fig. S9, ESI†), demonstrating
that most, if not all, of the HEA monomers participate in
H-bonding before curing. This observation suggests that there is
significant spatial re-arrangement of HEA monomers in the
formulation, and curing does not alter this re-arrangement.

A different situation is observed for the PEG-BAC network
series. The free N–H stretching band of secondary amide
groups is normally observed above 3450 cm�1. The amide
groups in the network series were found to gradually shift with
increasing w%BAC from free to H-bonded forms.36,37 For the
pre-curing samples the N–H stretching feature corresponds to
the H-bonded form only (see Fig. S9, ESI†) and the spectra are
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identical for all PEG-BAC pre-curing formulations, while the
cured PEG-BAC samples have an increasing contribution of
stretching features in the characteristic range for H-bonded
amides with increasing w%BAC. This suggests that curing
induces different spatial arrangements for the different
H-bonding-capable monoacrylates, perhaps due to the greater
number of H-bonding possibilities for PEG-HEA, resulting in
larger H-bonding cluster size, as compared to PEG-BAC (see
below). Finally, for the two network series IR spectral deconvo-
lution indicates that while 495 mol% of HEA sidechains are
in their H-bonded form throughout this series, the fraction of
H-bonded BAC side chains rises progressively with increasing
w%BAC, and even at the highest fraction some BAC retain non
H-bonded characteristics (Fig. 2c). These two rather different
H-bonding clustering behaviors inferred following curing they
may result in different morphological, topological and mechan-
ical properties. These effects that have not been previously
reported for H-bond capable acrylate networks. Control of this
clustering behavior over the emergent properties through
the H-bond capable mono-acrylate content and its impact are
described in the later sections.

Conventional 1H NMR spectroscopy is also routinely used
for evaluating the presence of H-bonding,16 in particular the

temperature dependence of characteristic resonance shifts can
provide information on H-bonding induced changes in local
electron density. As shown in Fig. S5 and S6 (ESI†), changes in
linewidth are apparent, but even more clearly a significant
change in the chemical shift can be observed in both series
for resonances assigned to the H-bonding groups (3.4 ppm for
d(OH) in HEA, 6.1 ppm for d(NH) in BAC), confirming the
presence of H-bonding in the fully cured samples.

3.3. Mechanical analysis of the networks

Dynamic mechanical analysis (DMA) provides viscoelastic para-
meters (e.g. storage and loss moduli) which can give insights
into the macroscopic properties of polymer networks. The
presence of a high temperature plateau and a single clean
inflection for all the samples (Fig. 3), demonstrates that there
is a single glass transition temperature, Tg, for all networks,
indicating good mesoscopic mixing (on a length scale of
smaller than several tens of nanometers) between PEGDA and
the monoacrylate in all cases. The Tg values of the networks
were determined from the temperature at the maximum of tan
d.4 The storage moduli (E0) of the two series show similar
decreases with increasing monoacrylate content. According
to classical rubber elasticity theory, the mean molar mass of

Fig. 2 Selected regions of the IR spectra of; (a) PEG-HEA networks; (b) PEG-BAC networks; (c) extent of H-bonding as a function of w%MA, the molar
ratio of H-bonding capable monomer HEA or BAC in the formulations; (d) schematic representation of H-bonded monoacrylate clusters (t-OH case); (i)
on the left a larger cluster with lower fraction of interfacial H-bonding groups; (ii) right, a smaller block with a higher of fraction of interfacial groups.
Interfacial H-bonded OH groups are shown in light green, this inside cluster are in blue, and a ‘free’ OH group is shown in brown. Red line indicates PEG
chain, orange line the polyacrylate main chain, and dark green lines the monoacrylate side chain.
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network chains between chemical crosslinks and trapped chain
entanglements, Mc+e, can be calculated using rubber elasticity
theory (see ESI† for details). This relation is applicable to affine
networks of the same chain length and without network
defects. The Mc+e values are likely suffer from a large error for
heterogeneous networks,38 so the extracted values are used for
qualitative comparisons of network heterogeneity within the
series in the discussion below.

The Fox-Loshaek relation (a modification of Flory-Fox
approach) predicts a linear dependence of Tg on monoacrylate
content, see ESI.† 39 As shown in Fig. 3c, a clear linear increase
in Tg with w%MA is indeed observed for both series. Since a
single sharp peak can be observed in the tan(d) temperature
dependencies of all the samples (Fig. S7, ESI†), it can again be
taken that there is good mixing and no mesoscopic phase
separation of mono- and diacrylate. The increase in Tg with
increasing PEGDA content is the opposite to our previous
observation for similar networks with the non H-bond capable
monoacrylate HA.5 We suggest that inter-chain H-bonding
interactions act as temporary cross-links that restrict segmental
motion and decrease the free volume of the network.40,41 The
slope of the w%MA dependence is greater for the HEA-than for
the BAC-series, which, besides the significant larger molecular
weight of BAC, is also a result of the larger ‘spacer’ (more atoms
between the functional group and polyacrylate backbone) in the
latter that is expected to increase molecular mobility and
the available free volume, as previously reported for similar
systems.13,42

3.4. Low field (LF) 1H NMR analysis of the networks

Polymer chain dynamics in crosslinked networks can be probed
by 1H NMR spin–spin relaxation time analysis, which is very
sensitive to even small differences in the crosslink density due
to the strong influence of anisotropic segmental motions on
relaxation at temperatures well above Tg (more than 60 1C above
Tg).5 As shown in Fig. 4, increasing w%MA (HEA or BAC) in the
formulation raises the overall transverse relaxation times of the
networks which we ascribe to decreasing crosslink density, as
several previous studies have found that crosslink density of the
polymeric network is inversely proportional to the T2 value at
high temperature.5,25,43 Swelling causes an increase in average
T2, as it releases temporary physical chain entanglements and a
decrease in the strength of inter-chain spin–spin interactions.
The shorter Tsw

2,av values across both series (Table 2), as com-
pared to the non H-bonding capable (PEG-HA) networks we
previously reported,5 demonstrates reduced network chain
mobility due to the presence of H-bonding clusters. We have
shown5,6 that it is also possible to estimate apparent Mc+e

values from the T2 values (details in ESI†), the relative changes
in the Mc+e values extracted will be discussed below. We note
that the temperature of 70 1C, necessary for the LF NMR
analysis, precludes direct comparison with the FT-IR data from
Section 3.2.

3.5. Network analyses by DQ NMR
1H DQ-NMR analysis offers more detailed insights into the
effect of network structure on chain dynamics. The combi-
nation of fast sample spinning and high magnetic field
strength provides spectral resolution permitting the acquisition
of site-specific, chemical-shift resolved DQ build-up curves for
the different chemical groups present, which is more informa-
tive than the averaged information provided by low field NMR
(LF NMR) relaxometry, or indeed by the Tg analysis. The
1H spectra for both sample series are shown in Fig. S5 (ESI†)

Fig. 3 Storage modulus, E0, of cured; (a) PEG-HEA; (b) PEG-BAC net-
works measured by DMA with increasing wHEA or wBAC; (c) Tg of the cured
all samples, determined from DMA analysis, as a function of the weight %
monoacrylate (o%MA). The PEG-HA data is extracted from our previous
study.5 The data for 100% monoacrylate samples were obtained from
analysis of samples polymerized from pure BAC, HEA and HA.
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and representative normalized DQ build-up curves and fits are
shown in Fig. S8 (ESI†).

By evaluating the DQ build-up curves for the 1H resonance at
3.56 ppm, assigned to the CH2 groups in PEG chains (except for
the CH2 next to the carbonyl group of the acrylate backbone),
the conformational freedom of the PEGDA can be evaluated.
As shown Fig. 5, the average residual dipolar coupling constant
of the distributions (Davg), indicated by the vertical dotted lines
(values in Table 2), also gradually decreases with w%MA for both
series due to greater motional freedom arising from decreasing
crosslink density. This coincides with the increase in Tsw

2,av

noted above which is also ascribed to increased motional
freedom. These findings are similar to the observations
for the PEG chain in the non H-bonding capable networks
(PEG-HA),5 indicating that H-bonding has very limited impact
on the PEG chain motion, consistent with observations in
similar systems.16

As shown in Fig. 6a and c, the Davg values of all the chemical
groups in the both series are found to decrease linearly
with increasing w%MA, as observed for the non H-bonding
networks.5 As expected, resonances related to the polyacrylate
backbone in both series have greater Davg values than the PEG
chains, with the highest values observed for PEG-HEA, indica-
ting a stiffer polyacrylate backbone in this network series. The
chain segments in the monoacrylate side chain (namely HEA

or BAC) behaved differently depending on their position in
relation to the H-bonding moiety. Since the polymer chain
(PA and PEG) segments comprise from distinct local spin
systems, direct comparison of the absolute Davg values is
complicated. Therefore, the individual coupling constants have
been normalized here with respect to those for w%MA (90%).
The fact that the scaled values for the two resonances of the
acrylic backbone are almost identical for both series demon-
strates that this approach is at least internally consistent.

For the PEG-HEA networks, as shown in Fig. 6b, apart from
the PEG units discussed before, all the resonances can be
divided into two groups: group I, those belonging to the
polyacrylate backbone, and group II, those located on PEG
and mono-acrylate chains near the polyacrylate backbone or
H-bonding functional group (–OH or –NH–). It is apparent from
Fig. 6b that the change in normalized Davg with w%MA is larger
for group I than for group II. Whereas stronger segmental
motion restriction (higher Davg) in group II can be observed
as compared to the equivalent sidechains in the non-H-bond-
ing PEG-HA counterpart.5 This is also apparent from the
absolute Davg values for H(f), which are two times larger than
its counterpart (–(CH2)b–) in the PEG-HA system.5 For the
PEG-BAC networks, the normalized Davg values for resonances
in group I show a smaller variation in PA backbone stiffness
with increasing w%MA than for PEG-HEA or PEG-HA, which

Fig. 4 Normalized T2 relaxation decays, recorded at 70 1C and 20 MHz, of; (a and c) PEG-HEA networks; (b and d) PEG-BAC networks measured using
Hahn echo pulse sequence (tCP: 10 ms) in dry state (a and b), and swollen state (c and d). Volume swelling ratio in C2D2Cl4, is E 1.55). Vertical lines
indicate the T2,av values. The points represent the measured data and the lines are the corresponding fits. Details on normalization and fitting are provided
in ESI† Section 5.
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may originate from the w%BAC dependence of the H-bonded
fraction of BAC side chains (IR analysis, Fig. 2c). Moreover, a
third group (group III) of resonances arising from methylene
groups that are two bonds away from the H-bonding group and
not adjacent to the polyacrylate backbone, can be further
separated based on their less restrict segmental motions. The
absolute and normalized Davg values for group III can be found
to be similar to those from the side chains of PEG-HA,5 and
have the weakest w%MA dependence.

4. Discussion
4.1. Effect of H-bonding on network structure

As proposed by Jansen et al. in their photo-induced polymeri-
zation kinetic studies, a so-called ‘pre-organization’ of mono-
acrylates containing H-bond capable groups in their side
chains, typically occurs in the pre-curing formulations which
can in turn increase the homo-polymerization rates.44,45 In this
study, IR analysis of all the pre-curing formulations (see
Fig S10, ESI†) shows that for both series the monomers are in
H-bonded forms, suggesting that pre-organization indeed
occurred in both systems. However, further IR analysis on the

cured samples shows that a significant fraction of BAC in
PEG-BAC networks is not H-bonded, which is not the case for
PEG-HEA. For polymer networks with preferable homo-
polymerization, a diagonal peak with stronger intensity than
its corresponding cross peak would be expected in the DQ-SQ
NMR analyses. Further DQ-SQ NMR analyses of PEG-BAC shows
no preferable homo-polymerization of BAC, as the diagonal
peak of BAC in 2D NMR spectra has similar intensity as the
cross peak between BAC and PEGDA, again this is not the case
for PEG-HEA (Fig. 7a and b).

This observation is unexpected, as Jansen pointed out in his
work,44 the homo-polymerization rates of H-bonding capable
monomers are significantly (4- to 8-fold) enhanced, which
should result in the formation of large clusters of H-bonded
units. Hence, we propose a competing-reaction-rate model to
explain this discrepancy for the two series. As illustrated in
Fig. 7c using t-OH type mono-acrylate, upon mixing the diacry-
late and H-bond capable monoacrylates, these monoacrylates
spontaneously rearrange to form an ordered ‘pre-organized’
system. On initiation of photopolymerization, depending on
the ratio of homo-(khp) and co-polymerization (kcp) propagation
rates, the extent of retention of a H-bonded fraction can be
significantly different. In scenario (i), khp 4 kcp and we suggest
this faster monoacrylate homo-polymerization can generate
a network with large H-bonded clusters, as in the case of
PEG-HEA. On the other hand, in scenario (ii) higher kcp can
result in a more homogeneous network with H-bonded cluster-
ing reduced, as in the case of PEG-BAC.

It is anticipated that the presence of H-bonding capable
mono-acrylates should increase khp as well as kcp, as suggested
by previous work.44 Hence, the above observation suggests that
the induced increase in kcp is comparable to that in khp, which
in turn indicates that there is no direct connection between the
formation of larger H-bonded mono-acrylate clusters and the
pre-organization phenomenon. Cluster formation can be con-
sidered as similar to other acrylate systems, such as the non-H-
bonding capable PEG-HA networks,5 namely their formation is
a kinetically driven process. To evaluate the differences in
kinetic preference for homo-polymerization in HEA and BAC,
a simple Alfrey-Price Q–e calculation of the relative reaction rate
in these two networks was performed (details of these calcu-
lations are given in Section S7, ESI†). This analysis suggests
a faster homo-polymerization rate for HEA than for its
copolymerization with PEGDA, while the copolymerization
reaction for PEG-BAC system is faster, which supports our
interpretation.

In summary, as a result of faster homo-polymerization
of HEA in PEG-HEA networks due to higher intrinsic homo-
polymerization rate, larger H-bonded HEA clusters are
formed. On the other hand, despite pre-organization also
being present for PEG-BAC, faster copolymerization between
BAC and PEG largely negates any pre-organization and the
reorganization of dynamic H-bonded network structure pro-
duces a more homogenous network with minimal retention
of structures comprised of H-bonded BAC units. Hence, the
difference in H-bonding cluster size between the two series is

Fig. 5 Residual dipolar coupling constant, Dres, distributions of PEG
chains (d 3.56 ppm) for; (a) PEG-HEA; (b) PEG-BAC networks at different
w%MA. Data were recorded at 70 1C. Vertical doted lines indicate the
(weighted) average coupling constant, Davg, of each distribution.
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mainly driven by the different copolymerization kinetics of the
mono-acrylates.

4.2. Effect of H-bonding on apparent Mc+e of network chains

The crosslink/entanglement density, which is the inverse of
Mc+e, is a key parameter linking microscopic network structures
and macroscopic properties. As noted above, the apparent
mean molecular mass, Mapp

c+e , can be calculated from the storge
modulus E of the high temperature plateau in DMA, as well as
from the Tsw

2,av values from LF NMR relaxometry, as described
previously.44 The data in Fig. 8 shows that the values from these
two approaches agree well and are in the expected range,
suggesting that they are at least sensitive to the same network
density. Note that DQ NMR can in principle also be used to
estimate Mapp

c+e , however we have not included it here as that
value would only reflect the individual moieties. Furthermore,
it is difficult to extrapolate them to obtain the average value for
the overall network due to the lack of dref values for different
moieties other than PEG (see description below). As expected,
the Mapp

c+e value of the all the networks increases with increasing
w%MA, an expected apparent decrease in crosslink density.
Furthermore, as compared to the PEG-HA series, the values
for PEG-BAC and PEG-HEA networks, are reduced across the
w%MA range, due to the persistent effect of H-bonding induced
reduction in the apparent network density. The data also
suggests greater apparent crosslink/entanglement density in

PEG-HEA, as compared to PEG-BAC, which is again consistent
with stronger H-bonded effects for the former. However,
whether this effect is equally distributed across all the network
segments cannot be assessed by these volume average techni-
ques. Hence, we will use the chemical shift specified DQ NMR
analyses to evaluate H-bonding effects on polymer chain mobi-
lity in more detail below.

4.3. Effect of H-bonding on network polymer chain mobility

In photocured acrylate networks, the sidechain of these acry-
lates are known to form in a zipper-like topology in the final
polymer, and are often referred to as zipper-like junctions.46,47

This nano-scale network topology has far-reaching impacts on
the macroscopic and in particular the mechanical properties.6

We have previously shown that for PEG-HA networks, the
weighted-averaged Dres value (Davg) is sensitive to differences
in segmental polymer chain dynamics induced by changes in
network topology.5 As shown in Fig. 9a, the Davg of individual
1H resonances in PEG-BAC network does not monotonically
decrease with their position along the BAC side chain from the
polyacrylate (PA) backbone, which is unlike the situation for
non H-bonding PEG-HA network.5 Here the units near the
H-bonding moiety have a larger Davg value as a result of reduced
chain segment mobility. By plotting Davg of the mono-acrylate
side chain resonance groups assigned previously, see Fig. 9b, it
can be seen that for PEG-BAC networks: (i) group II (1H in the

Fig. 6 Residual dipolar coupling, Dres, values of all 1H chemical shift specified network segments for; (a) PEG-HEA, and; (c) PEG-BAC networks, as a
function of w%MA. In (b) and (d) the Davg values from (a) and (c) are normalized with respect to the appropriate Davg values determined for w%MA 90%.
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chemical group adjacent to the PA backbone or N–H/O–H
group) show very similar changes with increasing w%MA as
group II in PEG-HEA series; (ii) for group III (1H in the chemical
group two bonds away from N–H/O–H and not adjacent to the
PA backbone) in PEG-BAC networks, the w%MA dependence is
very similarly to that for group III in non-H-bonded PEG-HA
series. Note that here the extent of this increase in Davg for 1H in
chemical group adjacent to N–H/O–H groups is also dependent
on the distance between the backbone and H-bonding group,
as suggested by a similar test for a PEG-HBA (4-hydroxybutyl
acrylate) network, see Fig. S11 (ESI†). The data suggests that, as
shown schematically in Fig. 9c, the H-bonding capable groups
impose a strongly localized restraint (within 1–2 bonds) on side
chain mobility, while subsequent units along these chains
follow the free chain model (progressively decreasing Davg along
the sidechain) as found for non H-bonding networks. In a
previous mechanical study13 it was suggested that side chains
with multiple H-bonding groups significantly reduce chain

mobility even in very loosely crosslinked networks. In this study
we use monomers with single H-bonding sites. It is likely that
H-bonding causes a strongly localized mobility restraint on
nearby chain segments.

Furthermore, as suggested by Jansen’s study on pre-organi-
zation effects,44 though polyacrylates produced by a free radical
polymerization normally yield predominantly syndiotactic
materials (i.e. zipper-like network junction), the pre-organiza-
tion of H-bonding capable mono-acrylates results in an increa-
singly favorable isotactic structure (i.e. brush- or comb-like
network junctions) in the clusters (see Fig. 9c), which will in
turn decreases the PA backbone chain mobility.48 However, as
shown in Fig. 6b, the normalized Davg values of PA backbone in
PEG-HEA network have very similar values and w%HEA depen-
dence as those in the PEG-HA series,5 suggesting the overall
network junction topology (zipper-like network) did not change
significantly in presence of H-bonding induced pre-organization.
Note that as mentioned above, the lower normalized Davg values of

Fig. 7 2D DQ-SQ correlation spectrum of; (a) PEG-HEA w%HEA (50); (b) PEG-BAC w%BAC (50). The red dotted lines connect cross-peak pairs between
BAC side chain and PEG resonances The red box highlights the cross-peak between PEG and HEA/BAC. (c) Schematic representation of copolymeriza-
tion of diacrylate and monoacrylate containing H-bond capable moieties, the real situation is more nuanced, see Section 4.3. Pre-organization occurs
spontaneously on mixing. After initiation of the free radical polymerization, depending on the relative monoacrylate co-polymerization (kCP) and homo-
polymerization (khp) propagation rates, the final network may have H-bonding clusters with variable size, i.e. H-bonding clusters are dynamic domains
that are fixed by crosslinking.
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the PA backbone for PEG-BAC arose from an increased overall
reduction of network chain mobility due to increased ratio of
H-bonded BAC monoacrylates, hence we do not comment here
on the change in its topology as compared to the other two
network types.

4.4. Effect of hydrogen bonding on network junction functionality

The network junction functionality, f, is defined as the number
of elastically effective strands connected to a network junction,
it is mainly determined by the chemistry, however, as free
radical polymerization is uncontrollable, difference can also
arise due to the change in the polymerization kinetics. For the
networks in this study f is effectively the number of directly
adjacent acrylate backbone monomer units bearing PEG
chains, NPEG. For a pure PEGDA network (w%MA = 0), the
functionality is theoretically equivalent to the polyacrylate
backbone length which can be directly obtained from GPC
analyses of the hydrolysates; n(PAA) and is c. 150, a similar
value to that obtained for the PEG-HA networks in our previous
study.5 The addition of mono-functional acrylates into the
formulation generates topological defects in the zipper-like
polyacrylate network junctions, which significantly reduces
the network junction size (indicated in grey in Fig. 10c) and
hence its functionality. Hence with increasing w%MA it is
expected that feff (the effective volume average functionality)
will gradually decrease and finally reach a value no bigger than
3, since the network junction functionality is f = NPEG+ 2 (or + 1,
if the position of the crosslinking PEG is at the acrylic backbone
terminal), and NPEG = 1 for extremely diluted PEGDA networks.
The functionality of acrylic network junctions in PEGDA-MA

Fig. 8 Mean molar mass between crosslinks and trapped chain entangle-
ments, Mapp

c+e, obtained from DMA (dry sample) and LF NMR analysis
(swollen sample), as a function of monoacrylate weight fraction, wMA.
The PEG-HA data is extracted from our previous study.5

Fig. 9 (a) Average residual dipolar coupling constant Davg values of chemical groups along the BAC side chains in PEG-BAC networks, for orientation
within the network see panel (c); (b) The Davg values for identified resonances of specified network segments in the monoacrylate side chains for PEG-
HEA, PEG-BAC and PEG-HA as a function of w%MA; (c) Schematic representation of network dynamics for the PEG-BAC case, showing the polyacrylate
backbone and sidechains and the PEG crosslinker with a H-bonding cluster highlighted in yellow.

Materials Chemistry Frontiers Research Article

O
pe

n 
A

cc
es

s 
A

rt
ic

le
. P

ub
lis

he
d 

on
 2

4 
Ja

nu
ar

y 
20

22
. D

ow
nl

oa
de

d 
on

 2
/1

3/
20

26
 7

:1
1:

23
 P

M
. 

 T
hi

s 
ar

tic
le

 is
 li

ce
ns

ed
 u

nd
er

 a
 C

re
at

iv
e 

C
om

m
on

s 
A

ttr
ib

ut
io

n 
3.

0 
U

np
or

te
d 

L
ic

en
ce

.
View Article Online

http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d1qm01535d


This journal is © The Royal Society of Chemistry and the Chinese Chemical Society 2022 Mater. Chem. Front., 2022, 6, 990–1004 |  1001

networks (of any type) can be estimated by analyzing DQ-NMR
results for PEG chains using a similar model (PEGDA-PETM)
network with known functionality as a ref. 5. Based on these
considerations, the Davg and Mc+e values of the PEG chains can
be related by:49,50

MNMR
cþe ¼ f � 2

f

dref

Davg=2p
(1)

Where dref is the polymer specific reference coupling, a pre-
averaged dipolar coupling constant characterizing the spin
arrangement and local motions within a statistical (Kuhn)
segment.45,46 As mentioned in our previous study,5 for the
network containing point-like junctions f can be calculated
from its double bond conversion rate to be c. 3.64, assuming
no significant amount of network defects, e.g. loops, are
formed. Under the assumption that dref does not change for
the networks studied here, which is justified in part by the fact
that all the networks comprise PEG chains of the same length,
an apparent functionality can then be estimated for the two
H-bonding capable networks. A deviation of feff was observed
from the expected f value for pure PEGDA of c. 150, which
may be attributed to the residual mobility of the elongated

polyacrylate chains. Hence f values obtained from eqn (1) using
Davg, dref and Mc+e values from the experiments must be treated
with some caution. The results are shown in Fig. 10a along with
the values for PEG-HA. As expected the apparent functionality
decreases strongly with increasing w%MA in all cases. It is
found that PEG-HEA has consistently higher apparent feff than
PEG-BAC and PEG-HA, which we suggest is due to the for-
mation of larger H-bonding clusters, due to the kinetics con-
siderations discussed above. This effect also pushes these
networks towards a more affine-like (restricted chain motion)
situation at all w%HEA, Fig. 10b. As illustrated in Fig. 10c and d,
this interpretation makes intuitive sense; as the formation of
such clusters should indeed drive the formation of larger
network junctions and so higher functionality.

5. Conclusions

In this study, two series of polyacrylate networks with different
H-bonding capable monoacrylate copolymers were synthesized
via UV-initiated photo-polymerization. It was found that differ-
ent patterns of H-bonding clusters associated with the side
chains were produced in the two network series. IR analysis and

Fig. 10 (a) Effective functionality of acrylic crosslinks in PEG-HEA and PEG-BAC networks as well as PEG-HA (extracted from our previous data5) derived
from DQ-NMR analysis; (b) comparison of phantom and affine model pre-factors of all these networks as a function of crosslink functionality;
(c) illustration of network junction with H-bonding clusters; (d) illustration of network junction without H-bonding clusters.
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reactivity calculations demonstrate that preferable formation
of clusters during UV-curing is mainly affected by differences in
homo- and co-polymerization kinetics of the monoacrylates and
PEGDA, hence we propose a competing-reaction-rate model to
explain preferred cluster formation for PEG-HEA. Hence the
competing roles of H-bonding preorganization and copolymeriza-
tion kinetics are supported by ex situ FTIR analyses and indirectly
by the reactivity calculations. Additional in situ FTIR- and NMR-
based kinetic analyses, which can help us to track the evolution of
individual compound over time, are currently undergoing that
will allow us to develop this interpretation. Nevertheless, in this
view thermodynamically favorable pre-organization is present for
both PEG-HEA and PEG-BAC, significantly increasing the homo-
polymerization rates, however the differences in H-bonding clus-
ter size arise from differences in the co-polymerization rates. This
is the first direct observation of H-bonding capable monoacrylate
induced enhancement in co-polymerization between mono-
acrylate and crosslinker in UV-copolymerization.

Additionally, the presence of H-bonding reduces the overall
chain mobility in both networks, while different chain seg-
ments are strongly influenced (as indicated by the change in
Dres along the side chain) by their position relative to the
H-bonding group in the monoacrylate sidechain. Furthermore,
though the preferable formation of H-bonding clusters does
not change the overall polymer network junction (zipper-like)
topology significantly, larger clusters indeed increase the size of
the network junctions. This observation clearly demonstrates
the important role of H-bonding type in the occurrence of
monoacrylate pre-organization during UV initiated photo-poly-
merization processes. The microscopic picture that emerges
is, H-bonding imposed dynamic restrictions during sample
preparation and polymerization that coupled with the known
monomer reactivities alter network organization, which also
directly impact the emergent bulk properties.
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K. Saalwächter, Precise dipolar coupling constant distribution

analysis in proton multiple-quantum NMR of elastomers,
J. Chem. Phys., 2011, 134, 044907.

31 J. A. Burdick, T. M. Lovestead and K. S. Anseth, Kinetic
chain lengths in highly cross-linked networks formed by the
photoinitiated polymerization of divinyl monomers: A gel
permeation chromatography investigation, Biomacromolecules,
2003, 4, 149–156.

32 L. H. Guo, H. Sato, T. Hashimoto and Y. Ozaki, FTIR Study
on Hydrogen-Bonding Interactions in Biodegradable Poly-
mer Blends of Poly(3-hydroxybutyrate) and Poly(4-
vinylphenol), Macromolecules, 2010, 43, 3897–3902.

33 T. Kondo and C. Sawatari, A Fourier transform infra-red
spectroscopic analysis of the character of hydrogen bonds
in amorphous cellulose, Polymer, 1996, 37, 393–399.

34 J. F. Kadla and S. Kubo, Lignin-based polymer blends:
analysis of intermolecular interactions in lignin-synthetic
polymer blends, Composites, Part A, 2004, 35, 395–400.

35 F. Palombo, P. Sassi, M. Paolantoni, A. Morresi and
R. S. Cataliotti, Comparison of Hydrogen Bonding in 1-
Octanol and 2-Octanol as Probed by Spectroscopic Techni-
ques, J. Phys. Chem. B, 2006, 110, 18017–18025.

36 D. J. Skrovanek, P. C. Painter and M. M. Coleman, Hydrogen
bonding in polymers. 2. Infrared temperature studies of
nylon 11, Macromolecules, 1986, 19, 699–705.

37 G. G. Suchkova and L. I. Maklakov, Amide bands in the IR
spectra of urethanes, Vib. Spectrosc., 2009, 51, 333–339.

38 T. A. Vilgis and G. Heinrich, Statics and Dynamics of
Heterogeneous Polymer Networks, Macromol. Theory Simul.,
1994, 3, 271–293.

39 T. G. Fox and S. Loshaek, Influence of Molecular Weight and
Degree of Crosslinking on the Specific Volume and Glass
Temperature of Polymers, J. Polym. Sci., 1955, 15, 371–390.

40 S. A. Jenekhe and M. F. Roberts, Effects of Intermolecular
Forces on the Glass-Transition of Polymers, Macromolecules,
1993, 26, 4981–4983.

41 A. T. Slark, The effect of intermolecular forces on the glass
transition of solute-polymer blends, Polymer, 1997, 38,
2407–2414.

42 I. Ward and J. Sweeney, An Introduction to The Mechanical
Properties of Solid Polymers, 2004.

43 C. G. Fry and A. C. Lind, Determination of Cross-Link
Density in Thermoset Polymers by Use of Solid-State H-1-
Nmr Techniques, Macromolecules, 1988, 21, 1292–1297.

44 J. F. G. A. Jansen, A. A. Dias, M. Dorschu and B. Coussens,
Fast monomers: Factors affecting the inherent reactivity of
acrylate monomers in photoinitiated acrylate polymeriza-
tion, Macromolecules, 2003, 36, 3861–3873.

45 J. F. G. A. Jansen, A. A. Dias, M. Dorschu and B. Coussens,
Effect of preorganization due to hydrogen bonding on the
rate of photoinitiated acrylate polymerization, Photoinitiated
Polymerization, 2003, 847, 127–139.

46 G. de With, Polymer coatings: a guide to chemistry, charac-
terization, and selected applications, Wiley-VCH Verlag,
Weinheim, 2018.

47 V. M. Litvinov and P. P. De, Spectroscopy of Rubbers and
Rubbery Materials, Rapra Technology, 2002.

Research Article Materials Chemistry Frontiers

O
pe

n 
A

cc
es

s 
A

rt
ic

le
. P

ub
lis

he
d 

on
 2

4 
Ja

nu
ar

y 
20

22
. D

ow
nl

oa
de

d 
on

 2
/1

3/
20

26
 7

:1
1:

23
 P

M
. 

 T
hi

s 
ar

tic
le

 is
 li

ce
ns

ed
 u

nd
er

 a
 C

re
at

iv
e 

C
om

m
on

s 
A

ttr
ib

ut
io

n 
3.

0 
U

np
or

te
d 

L
ic

en
ce

.
View Article Online

http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d1qm01535d


1004 |  Mater. Chem. Front., 2022, 6, 990–1004 This journal is © The Royal Society of Chemistry and the Chinese Chemical Society 2022

48 C. S. Biswas, Y. H. Wu, Q. Wang, L. Du, K. Mitra, B. Ray,
Z. C. Yan, B. Du and F. J. Stadler, Effect of tacticity and
molecular weight on the rheological properties of poly-
(N-isopropylacrylamide) gels in benzyl alcohol, J. Rheol.,
2017, 61, 1345–1357.

49 W. Chasse, M. Lang, J. U. Sommer and K. Saalwachter,
Cross-Link Density Estimation of PDMS Networks with

Precise Consideration of Networks Defects, Macromolecules,
2012, 45, 899–912.

50 S. Schlogl, M. L. Trutschel, W. Chasse, I. Letofsky-Papst,
R. Schaller, A. Holzner, G. Riess, W. Kern and K. Saalwachter,
Photo-vulcanization using thiol-ene chemistry: Film formation,
morphology and network characteristics of UV crosslinked
rubber latices, Polymer, 2014, 55, 5584–5595.

Materials Chemistry Frontiers Research Article

O
pe

n 
A

cc
es

s 
A

rt
ic

le
. P

ub
lis

he
d 

on
 2

4 
Ja

nu
ar

y 
20

22
. D

ow
nl

oa
de

d 
on

 2
/1

3/
20

26
 7

:1
1:

23
 P

M
. 

 T
hi

s 
ar

tic
le

 is
 li

ce
ns

ed
 u

nd
er

 a
 C

re
at

iv
e 

C
om

m
on

s 
A

ttr
ib

ut
io

n 
3.

0 
U

np
or

te
d 

L
ic

en
ce

.
View Article Online

http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d1qm01535d



