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Correction: High-efficiency and high-fidelity
ssDNA circularisation via the pairing of five
3’-terminal bases to assist LR-LAMP for the
genotyping of single-nucleotide polymorphisms

Taiwen Li,a Huayan Zou,a Jing Zhang,a Haixia Ding,a Cheng Li,a Xiangru Chen,a

Yunzhou Li,a Wenzhuo Feng*a and Koji Kageyamab

Correction for ‘High-efficiency and high-fidelity ssDNA circularisation via the pairing of five 3’-terminal

bases to assist LR-LAMP for the genotyping of single-nucleotide polymorphisms’ by Taiwen Li et al.,

Analyst, 2022, https://doi.org/10.1039/d2an01042a.

The authors regret that the one of the affiliations (affiliation a) was incorrectly shown in the original manuscript. The corrected
list of affiliations is as shown here.

The Royal Society of Chemistry apologises for these errors and any consequent inconvenience to authors and readers.

aKey Laboratory of Agricultural Microbiology, College of Agriculture, Guizhou University, Guiyang 550025, China. E-mail: wenzhuofeng@126.com
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