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conformational analysis of beta-arrestin-1 through
genetic code expansion and a Se-click reaction

Ming-Jie Han,a Qing-tao He,bde Mengyi Yang,c Chao Chen,af Yirong Yao,c

Xiaohong Liu,e Yuchuan Wang,g Zhong-liang Zhu,h Kong-kai Zhu,i Changxiu Qu,b

Fan Yang,b Cheng Hu,e Xuzhen Guo,e Dawei Zhang,a Chunlai Chen,*c

Jin-peng Sun*bd and Jiangyun Wang*efg

Correction for ‘Single-molecule FRET and conformational analysis of beta-arrestin-1 through genetic code

expansion and a Se-click reaction’ by Ming-Jie Han et al., Chem. Sci., 2021, DOI: 10.1039/D1SC02653D.
In the ‘Monitoring conformational changes of barr1 activated by V2Rpp through smFRET’ section of themain article, references 16,
48 and 49 were incorrectly introduced as recent crystallographic and NMR studies on arrestin structure and function. These studies
refer instead to cryoEM and serial crystallography studies of arrestin.

The Royal Society of Chemistry apologises for these errors and any consequent inconvenience to authors and readers.
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