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A DNA-mediated crosslinking strategy to enhance
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spherical nucleic acidsT
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Intracellular delivery of enzymes is essential for protein-based diagnostic and therapeutic applications.
Protein-spherical nucleic acids (ProSNAs) defined by protein core and dense shell of oligonucleotides
have been demonstrated as a promising vehicle-free enzyme delivery platform. In this work, we reported
a crosslinking strategy to vastly improve both delivery efficiency and intracellular sensor performance of

ProSNA. By assembling individual ProSNA with lactate oxidase (LOX) core into a nanoscale particle,
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Accepted 3rd December 2020 termed as crosslinked SNA (X-SNA), the enzyme delivery efficiency increased up to 5-6 times higher.
The LOX X-SNA was later demonstrated as a ratiometric probe for quantitative detection of lactate in

DOI: 10.1039/d0sc04977h living cells. More importantly, X-SNA probe showed significantly improved sensor performance with

Open Access Article. Published on 08 December 2020. Downloaded on 10/20/2025 11:03:10 AM.

Thisarticleislicensed under a Creative Commons Attribution-NonCommercial 3.0 Unported Licence.

(cc)

rsc.li/chemical-science

Introduction

Delivery of functional proteins to replace malfunctional ones in
live cells or as intracellular probes to monitor metabolic path-
ways plays a key role in protein-based therapies and diag-
nosis."® However, efficient delivery of native proteins which are
normally membrane impermeable remains a major challenge
due to their inherent biological sensitivity, surface charge, and
large sizes.” To meet the challenge, a variety of methods that can
tune protein-membrane interfaces have been developed to
facilitate protein internalization, including the use of super-
charged proteins,'*'* cell-penetrating peptides,** liposomes,***
virus-like particles,’® transfection agents,”” and nano-
particles.’>* While these methods have been proven effective in
different application scenarios, the use of exogenous delivery
vehicles may lead to potential ill-responses of cells including
cytotoxicity and immunogenicity, especially those based on
virus capsids. Methods involving genetic fusion also suffer from
reduced protein activity and stability.>?

Recently, protein with highly oriented DNA strands on
surface, known as protein spherical nucleic acid (ProSNA), has
been reported as a transfection agent-free delivery system that
protects protein activity, facilitates its cellular uptake, and
serves as intracellular probe for live-cell analysis.**?” SNA
structure engages in cell-surface receptor-mediated endocytosis
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signal-to-noise ratio 4 times as high as ProSNA when detecting intracellular lactate.

to promote protein transfection.”®* Although ProSNA has
featured advantages over its native structure, but still leaves
much to be desired. One way to further improve cellular uptake
is to increase the DNA density on protein surface, but that alone
shields protein core and thus results in inhibition of enzymatic
activity.* The use of metal-organic framework to load proteins
in SNA structure also can improve the loading and uptake, but
the introduction of heavy metal ions may affect cellular
processes.**** Indeed, a vehicle-free protein delivery system that
possesses higher delivery efficiency while retaining its native
structure and functionality is still sought after.

Herein, we report a straightforward strategy to significantly
improve the intracellular delivery efficiency of proteins through
controlled crosslinking of SNA structures (Fig. 1). We termed
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Fig. 1 Scheme showing X-SNA enhances intracellular enzyme
delivery efficiency and improves sensing performance compared to
un-crosslinked protein SNA.
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these supermolecular structures as crosslinked SNAs (X-SNAs).
The central idea is that crosslinking individual proteins into
nanoassemblies of well-defined sizes using long double-
stranded DNAs (dsDNAs) can increase local protein concentra-
tion to facilitate uptake, while still space neighboring proteins
a few nanometers apart to protect bio-functionalities. The
enhanced protein uptake in turn can improve the signal-to-
noise ratio of the X-SNA nanoprobes, allowing the develop-
ment of better sensors for intracellular diagnosis.

Results and discussion

The key hypothesis of our strategy is that the X-SNA structure
can promote protein delivery while maintaining its catalytic
activity. To demonstrate that this is the case, tetrameric enzyme
L-lactate oxidase (LOX) which is a member of alpha hydroxy
acid-oxidation enzymes family was chosen as the model system.
LOX is chosen for the following reasons. First, monomeric LOX
has a molecular weight of ca. 80 kDa with its tetramer size of ca.
5 x 10 x 10 nm.* Due to its relatively large size, LOX does not
efficiently travel across cellular membranes and can serve as an
ideal model for evaluating the intracellular delivery of func-
tional enzymes. Second, lactate can serve as a potential
biomarker owing to its abnormal accumulation in cancer
cells.**3® However, current detection of cellular lactate limits to
extracellular environment or cell lysis,*** and intracellular
detection is rarely reported.*® Thus, the efficient delivery of its
oxidase, which does not exist in native mammalian cell, will
allow the development of intracellular lactate probes by
detecting generated H,0,. Native LOX was functionalized with
nucleic acids to prepare ProSNA structure as previously re-
ported.*>** Briefly, surface amine groups on LOX were conju-
gated with 5-end thiolated DNA strands using N-(e-
maleimidocaproyloxy)succinimide (EMCS) as a bifunctional
linker (Fig. 2a). To demonstrate the successful immobilization
of nucleic acids on LOX, formed LOX SNAs were characterized
using denaturing polyacrylamide gel electrophoresis (SDS-
PAGE). Coomassie brilliant blue and SYBR green II were used
to stain protein and oligonucleotide respectively, followed by
photographic and fluorescence imaging. As shown in Fig. 2b,
LOX SNA exhibited clear multiple bands around 200 kDa in
both LOX and DNA-staining images, while unreacted protein
and free DNA showed distinct lower bands. The decreased
electrophoretic mobility of LOX SNA can be attributed to the
introduction of negatively charged DNA strands and increased
molecular weight, suggesting the covalent attachment of
multiple oligonucleotides onto LOX surface (Fig. 2b). The
formation of LOX SNA was further confirmed by high perfor-
mance liquid chromatography (HPLC) and UV-vis spectroscopy
(Fig. S11). The level of DNA modification was estimated using
absorbance at 260 nm and 280 nm, with ca. 12 strands of DNA
per tetrameric LOX and ca. 4 pmol cm ™2 surface DNA density
(Fig. S2).%

To form the X-SNA construct, a 36-bp dsDNA crosslinker was
applied to assemble LOX SNAs (Table S1t). The dsDNA cross-
linker was designed with oligo-T10 spacer and 30-base-long 3’
sticky end which is complementary to DNAs on LOX. The
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Fig. 2 (a) Schematic illustration of the functionalization of LOX with
DNA. (b) Protein-staining image (left) and fluorescence (right) image of
a native PAGE gel showing the LOX SNA. (c) AFM height images of as-
synthesized LOX SNA (left) and X-SNA constructs (right). (d) Corre-
sponding cross-sectional analysis of SNA (orange) and X-SNA (pink). (e)
DLS characterization of native LOX (gray), SNA (orange), and X-SNA
(pink). (f) Signal transduction process of the lactate detection using
LOX. The generated H,O, turned on the fluorescence of indicator. (g)
Histogram of fluorescence intensity showing the catalytic activity of
native LOX, SNA, and X-SNA based on the reaction depicted in (f). (h)
Fluorescence spectra of X-SNA probe responding to lactate concen-
trations from 0—40 mM. (i) Calibration profile of X-SNA probe showing
the increase of lactate concentration resulted in the increase of
fluorescence intensity. Error bars indicate standard deviations of three
independent measurements.

relatively rigid and extended dsDNA crosslinker connects
proteins with enough interparticle distance, avoiding densely
packing of proteins that may inhibit its catalytic activity. LOX
SNAs and dsDNA crosslinkers were mixed in 1 : 1 stoichiometry
ratio, salt-aged, and then purified by low speed centrifugation.
Atomic force microscopy (AFM) and dynamic light scattering
(DLS) were employed to study the size and morphology of
assembled X-SNA construct. AFM images showed the obtained
X-SNAs to be roughly spherical with ca. 80 nm diameter and
12.5 nm height. The un-crosslinked SNAs appeared smaller
than the X-SNAs with ca. 30 nm diameter and 5 nm height
(Fig. 2c and d). The reduction in particle height observed in z
axis can be possibly attributed to tip tapping on particles during
AFM measurements. The increased size of X-SNA after cross-
linking was further confirmed by dynamic light scattering (DLS)
(Fig. S31). Native LOX, SNA, and X-SNA showed an average
hydrodynamic size of ca. 12 nm, 44 nm, and 78 nm, respectively
(Fig. 2e).

© 2021 The Author(s). Published by the Royal Society of Chemistry
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We next studied whether oligonucleotides modification and
intermolecular crosslinking block the LOX active site and
inhibit its catalytic functionality. A fluorescence assay which
measured H,0, generated in the lactate oxidation reaction was
employed to test LOX activity (Fig. 2f). A H,0O,-responsive fluo-
rescent indicator was synthesized and characterized as previ-
ously reported (Fig. S47).** The indicator is not fluorescent, but
upon the addition of H,0,, the release of boronate ester
produces oxidized phenoxazine-based dye molecule with fluo-
rescence emission at 585 nm and pkK, of ca. 8.75. The perfor-
mance of the indicator was systematically studied to optimize
the experimental conditions (Fig. S51). To evaluate LOX activity
in different constructs, native protein, SNA, and X-SNA with the
same protein concentration of 5 nM were incubated with 1 mM
t-lactate. After 30 min incubation to enable complete reaction,
H,0, indicator of 1 mM was then added into the solution and
fluorescence emission was measured. As shown in Fig. 2g and
S6,T both X-SNA and SNA were able to efficiently catalyze oxi-
dization of lactate and remained ca. 70% activity of native
enzyme. Further studies of enzymatic activity in cell lysate
showed comparable results (Fig. S7t). We further tested the
performance of X-SNA at different lactate concentrations in 1x
PBS buffer. In the presence of lactate with a concentration
increasing from 0 mM to 40 mM, fluorescence intensity centred
at 585 nm increased (Fig. 2h). The response curve started to
reach plateau around 40 mM, demonstrating that even nano-
molar X-SNA can efficiently convert millimolar lactate into
pyruvate to generate detectable H,O, (Fig. 2i). More impor-
tantly, the lactate concentration in tumor cells is reported to be
around 10-20 mM,**** which falls into the dynamic range of the
assay, suggesting the potential of using X-SNA to quantify
intracellular lactate.

To further explore the DNA-mediated crosslinking approach,
we then tried to prepare LOX X-SNAs of different sizes. The
oligonucleotides on protein surface offer a preeminent orthog-
onal binding motif to guide programmable assembly of LOX. By
systematically tuning the stoichiometry of hybridization reac-
tion via varying SNA : linker ratio from 1 : 1to 1 : 50, the sizes of
X-SNAs can be controlled. As shown in Fig. 3a, four different
sized LOX X-SNAs were successfully prepared, named as X-SNA-
1, X-SNA-5, X-SNA-10, and X-SNA-50. AFM and DLS were used to
characterize the formed X-SNAs. In AFM images, all four X-SNAs
were observed roughly spherical with diameters controlled from
ca. 80 nm to 600 nm (Fig. S81). DLS measurements produced
comparable results with AFM images (Fig. 3b and S97), showing
the hydrodynamic sizes of X-SNAs increased as the linker-to-
SNA ratio increased (Fig. 3c). Zeta-potential measurements
indicated X-SNAs are all electronegative with surface charge
ranging from ca. —20 mV to —60 mV, supporting the DNA
coverage (Fig. 3b). The correlation of AFM and DLS results
showed a linear relationship between two sets of measured sizes
with a R” value of 0.98, indicating the reliability of both char-
acterizations. The AFM-observed X-SNA size was generally larger
than its hydrodynamic size, which could be attributed to the
deformation of soft assemblies under tapping mode. We also
tried to synthesize X-SNA with hydrodynamic size around 300-
400 nm, but no uniform-sized particles were obtained. To gain
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Fig. 3 (a) AFM images showing four different sized X-SNA samples

synthesized from different linker/SNA ratio. Inserts are corresponding
cross-sectional analysis of X-SNA particles. Scale bar = 500 nm. (b)
Dynamic light scattering (DLS) and zeta potential measurements of
LOX SNA and four different sized X-SNA constructs. (c) Size profile
showing increase of linker/SNA ratio leads to increase of the hydro-
dynamic size. (d) Quantitative correlation of X-SNA sizes measured by
DLS and AFM images. Error bars indicate standard deviations of three
independent measurements.

more structural details of X-SNA, we used a simplified primitive
cubic packing model to estimate the number of proteins in each
X-SNA structure (Fig. S101). The number of LOX in a ca. 80 nm
X-SNA is calculated to be ca. 10 per particle. The number of
proteins per particle increases as the size of X-SNA increases,
with 500 nm one containing more than 1000 protein molecules.

Having prepared a series of X-SNAs with controlled sizes, we
next studied their intracellular delivery efficiency. Cy5 fluo-
rophore on a T-base was labeled into the constructs to offer
a handle for tracking internalization via confocal microscopy
and flow cytometry. SNA, and X-SNAs of different sizes were
calibrated with the same protein concentration and fluores-
cence emission per protein to allow quantitative analysis in cell
experiments (Fig. 4a). HeLa cells were incubated with samples
of 5 nM protein for 4 h and their uptake was quantified by flow
cytometry. Compared to cells treated with native LOX, both SNA
and X-SNAs improved LOX cellular uptake (Fig. 4b). More
importantly, X-SNA constructs showed up to ca. 5-6 times
higher intracellular delivery efficiency than SNA except the one
of 500 nm. To further examine the effect of X-SNA size (80-500
nm) on LOX cellular uptake, we calculated an uptake index
defined as the mean fluorescence ratio using SNA as the refer-
ence, representing the ability to deliver enzymes into cells. As
shown in Fig. 4c, there was a general trend of increased cellular
uptake as X-SNA size increased from ca. 80 to 250 nm. Specifi-
cally, 250 nm X-SNA showed 6.5 times LOX cellular uptake as
much as SNA, indicating the crosslinking strategy significantly
improved protein cell entry without changing its surface DNA
density. However, X-SNA of the largest size 500 nm presented
uptake index of ca. 0.2, suggesting poor uptake of the
micrometer-sized particles. The cellular uptake abilities of

Chem. Sci., 2021, 12, 1803-1809 | 1805
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Fig. 4 (a) Schematic illustration of cell entry properties of constructs
including SNA and four different sized X-SNAs. (b) Cell internalization
properties of native LOX, SNA, and four different sized X-SNAs
determined by flow cytometry. (c) Correlation curve showing the
cellular uptake index of different sized constructs. (d) Flow cytometry
analysis of Hela cells incubated with 80 nm X-SNA under different
inhibitor treatments. (e) Confocal images (left) and fluorescence
intensity profiles (right) showing colocalization of X-SNA probes with
early endosome and lysosome in Hela cells. Error bars indicate
standard deviations of three independent measurements.
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different sized X-SNAs were further tested in both upright and
inverted cell culture configurations using confocal microscopy
(Fig. S11at). Cells in the upright culture generally showed
slightly higher fluorescence, possibly due to the gradual particle
sedimentation. Importantly, the size-dependent uptake curves
observed in both setups exhibited the same trend, which were
consistent with flow cytometry results, confirming the effec-
tiveness of crosslinking strategy (Fig. S11b-df).

To understand the size-dependent cellular uptake of X-SNA,
we investigated its internalization mechanism using 80 nm
constructs as the model system. The incubation of HeLa cells
with X-SNA at 4 °C or in the presence of NaN; led to negligible
fluorescence in cells, demonstrating X-SNA relied on energy-
dependent endocytosis process (Fig. 4d and S107). To examine
the endocytic pathway of X-SNA, we employed different types of
biological inhibitors to inhibit established pathways by block-
ing surface receptors on plasma membrane.*® Confocal images
of cells treated with methyl-p-cyclodextrin (MBCD), an inhibitor
of caveolin-mediated endocytosis, showed significantly reduced
fluorescence, indicating the suppressed X-SNA uptake
(Fig. S127). Quantitative analysis was further performed by
using flow cytometry. As shown in Fig. 4d, treatment with MBCD
resulted in a 60-70% decrease in the cellular uptake of X-SNA.
Other inhibitors, such as chlorpromazine (CPZ, an inhibitor
of clathrin-mediated endocytosis), amiloride
(macropinocytosis-mediated endocytosis inhibitor), and
nystatin (lipid-raft-mediated endocytosis inhibitor), showed
minimized effects on X-SNA internalization. These results are
consistent with previous observations that nanoscale objects
are internalized by cells via a receptor-mediated endocytic
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pathway.””*® In this vein, for nanoscale X-SNAs with sizes
matching endocytic vesicles budded from plasma membrane,
larger particles presented higher local protein concentration,
resulting in significantly enhanced intracellular delivery of
proteins.

Having elucidated the cell entry mechanism of X-SNA, we
then studied the subcellular location of X-SNAs after endocy-
tosis. Early endosome and lysosome were stained respectively to
investigate the colocalization with X-SNAs in HelLa cell. As
shown in Fig. 3e, early endosome fluorescence largely over-
lapped with X-SNA fluorescence, generating yellow colour. The
Pearson's correlation coefficient was calculated to be ca. 0.79,
suggesting a good colocalization and further confirming the
receptor-mediated endocytic pathway. Lysosome fluorescence
showed localized green dots while red X-SNA fluorescence
spread in a larger distribution area around nucleus. Confocal z-
stack images also showed clear divided green and red fluores-
cence at different scan depths (Fig. S137). The calculated Pear-
son's correlation coefficient of lysosome and X-SNA decreased
from ca. 0.28 to ca. 0.21 with the increase of the incubation time
from 2 to 4 hours (Fig. S141). These observations may possibly
indicate that a part of delivered X-SNA particles released from
lysosome through a slow escape process. Importantly, the
ability to efficiently deliver exogenous oxidase such as LOX into
cytoplasm potentially provides a general route to estimate
cellular metabolite concentration by simply converting them
into measurable reactive oxygen species using corresponding
oxidase.

To ensure that the delivered enzymes are active in cellular
milieu, we designed a ratiometric fluorescence assay using
synthesized H,0, indicator. Specifically, HeLa cells were incu-
bated with Cy5-modified LOX X-SNA in OptiMEM for 4 h. After
washing cells with PBS buffer, fresh medium containing 20 mM
H,O0, indicator was added, and the cells were incubated at 37 °C
for 30 min. Upon oxidation of lactate catalyzed by LOX, the
released H,0, oxidized the indicator, generating fluorescence
emission at 585 nm. Meanwhile, Cy5 on X-SNA served as an
internal standard, producing ratiometric signals for lactate that
can be visualized and quantified by confocal microscopy and
flow cytometry (Fig. 5a). Confocal z-stack images showed that X-
SNA-based fluorescence assay produced green fluorescence and
well-colocalized Cy5 fluorescence throughout the entire cell
space, proving that the delivered enzymes remained functional
and responded to lactate ratiometrically (Fig. S151). We next
treated HeLa cells with lactate medium or inhibitor oxamate to
test the response of X-SNA assay to different lactate concentra-
tions intracellularly. As shown in Fig. 5b, 10 mM lactate
medium treatment increased green fluorescence in HeLa cells,
while inhibitor quenched most of the emission. Intracellular
Cy5 emission overlapped with green fluorescence and remained
unchanged in treated cells, indicating the consistency of the
internal standard. The green-to-red (G/R) fluorescence ratio of
HeLa cells increased from 0.58 to 0.71 with external lactate
showing more redder colour, while decreased to 0.22 with
inhibitor showing more bluer colour (Fig. 5b and S167). Flow
cytometry histograms plotted in mean G/R fluorescence ratio
were consistent with above-mentioned confocal images

© 2021 The Author(s). Published by the Royal Society of Chemistry
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Fig. 5 (a) Scheme showing the cellular uptake of X-SNA probe and
ratiometric detection of lactate in living cells. (b) Confocal images of X-
SNA treated Hela cells after incubation with lactate medium or
inhibitor. Ratiometric images clearly showed colour change after
treatments. (c) Showing mean fluorescence ratio of with X-SNA
treated cells after treatment with either lactate medium or inhibitor, as
determined by flow cytometry. (d) Confocal ratiometric images and (e)
calibration curve of X-SNA treated L-02 cells in the presence of
different external lactate concentrations.

(Fig. 5¢). The data fitting showed a linear relationship between
the fluorescence ratio from confocal images and flow cytometry
results, suggesting a good correlation of the two measurements
(Fig. S177). In addition, X-SNA treated cells showed viability up
to 90%, demonstrating high biocompatibility of the nano-
constructs (Fig. S187).

To further demonstrate that the probe can respond to
intracellular lactate in a quantitative manner, we chose L-02
cells with low endogenous lactate as model system and
treated cells using lactate medium. As the lactate concentration
increased from 0 to 20 mM in medium, cell samples showed
increased green fluorescence under confocal imaging
(Fig. S19%). The ratiometric colour also changed evidently from
purple to yellow with fluorescent intensity ratio increasing from
0.17 to 0.58 (Fig. 5d and S207). Quantitative flow cytometry
analysis was in good agreement with the confocal images,
illustrating the probe can distinguish 5 mM lactate concentra-
tion change (Fig. S217). The calibration curve plotting mean G/R
fluorescence ratio to medium lactate concentration presented
a positive correlation, demonstrating that the assay can respond
to intracellular lactate in a dose-dependent manner (Fig. 5e).

We next employed X-SNA probe to evaluate the endogenous
lactate concentration in three different cell lines, including
HeLa (cervical cancer), MCF-7 (breast cancer), and L-02 (normal
liver) cells. All cells were cultured in medium containing 12%

© 2021 The Author(s). Published by the Royal Society of Chemistry
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FBS, and then treated with X-SNA and H,O, indicator for lactate
detection. As shown in Fig. 6a and S22, all three type of cells
treated with 5 nM X-SNA probes showed Cy5 fluorescence of
similar intensity, indicating that different cells showed similar
X-SNA uptake. In the case of two cancer cells, HeLa cells
exhibited strong green fluorescence intensity and MCF-7
showed moderate signal, indicating high and average lactate
concentration. In contrast, X-SNA treated normal human
hepatocytes L-02 produced faint but still visible green emission,
indicating low lactate concentration. The results in confocal
images were consistent with previous reports. Quantitative
mean fluorescence ratio analysis from confocal images
confirmed that the X-SNA probe not only can differentiate
cancer cells from normal cells but also different types of cancer
cells (Fig. 6b). To verify the results obtained from X-SNA probe,
we used a commercial absorbance-based lactate kit to estimate
lactate in cell lysis. By establishing the standard curve and
measuring the absorbance of cell extract, lactate in cell lysis was
calculated to be 15.9 mM for HeLa, 11.4 mM for MCF-7, and
3.1 mM for L-02, respectively (Fig. S231). Using L-02 as refer-
ence, we plotted lactate concentration ratio obtained from X-
SNA probe with cell lysis results and revealed a roughly linear
relationship, suggesting a valid X-SNA assay and a correlation
between intracellular and lysis lactate (Fig. 6¢). X-SNA probe
produced lower lactate concentration than lysis kit, possibly
because nanoprobe mostly responded to cytosolic lactate rather
than lactate in whole cell volume.

As previously stated, the signal reporting process of the
lactate assay relies on measurement of generated H,0,. Thus,
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Fig. 6 (a) Confocalimages and (b) corresponding mean fluorescence

ratio of different cells treated with X-SNA for lactate detection (*p <
0.05, Student's t-test). (c) Correlation analysis studying the association
between lactate concentration ratio determined by intracellular X-SNA
probe and by lactate cell lysis kit. A linear fitting curve indicated the
validity of X-SNA probe. (d) Confocal images of HeLa, MCF-7, and L-02
cells incubated with X-SNA or SNA in the presence of H,O, indicator
to detect intracellular lactate. (e) Corresponding histogram of the
signal-to-noise ratio in three cell lines using X-DNA and SNA. P values
were calculated using the Student's t-test. Error bars indicate standard
deviations of three independent measurements.
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endogenous H,0, in cell especially in cancer cell may lead to
increased background noise and affect sensing performance.*
To overcome this issue, we proposed to use X-SNA probe based
on the hypothesis that the enhanced protein delivery ability of
X-SNA would in turn enable an improved detection performance
in living cells. To test the hypothesis, we compared the perfor-
mance of X-SNA with un-crosslinked SNA in previous three cell
lines to detect lactate. Cells incubated only with indicator, but
no LOX were used as control groups. As shown in Fig. 6d and
S24-S26,T in all three cell lines, cells incubated with X-SNA
exhibited higher green fluorescence than that treated by SNA,
indicating improved lactate detection ability. Visible green
colour was observed in HeLa and MCF-7 control groups but
negligible in L-02 control, which was attributed to the back-
ground H,O, in cancer cells. To make a quantitative compar-
ison, we calculated the signal-to-noise ratio of both constructs
using control cells as background reference. As shown in Fig. 6e
and S27,} in three tested cell lines, X-SNA showed up to ca. 9.6
signal-to-noise ratio, while un-crosslinked SNA generated
signal-to-noise ratio of 2-3, suggesting the use of X-SNA can
significantly improve the assay sensitivity, especially in biolog-
ical environment with high background.

Conclusions

In conclusion, we have developed a straightforward strategy by
crosslinking individual DNA-modified enzymes into X-SNA
construct that has achieved up to 6 times higher delivery effi-
ciency than un-crosslinked ProSNA without the use of any
transfection agent. The presented results demonstrate X-SNA
enters cells in a size-dependent manner and preserves most
catalytic functions. The LOX-based X-SNA has been applied as
intracellular lactate probe with significantly improved perfor-
mance, showing up to 3-4 times higher signal-to-noise ratio
than regular ProSNA. The strategy is facile and easy to create
biologically active protein materials that outperform previously
reported un-crosslinked method. Because of the programma-
bility and modularity enabled by DNA crosslinker, it is possible
to install a large number of functionalities into the structure
such as targeting groups, imaging agents, and functional
nucleic acids, leading to potential biological applications such
as cellular imaging, gene regulation, and immunomodulation.
Additionally, since lactate is measured through the quantifica-
tion of the redox product H,0,, the idea of delivering exogenous
oxidases as intracellular signal transducer provides a general
strategy to develop nanoprobes which can monitor a variety of
metabolites that are difficult to detect in live cells.
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