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Introduction

Nano-evolution and protein-based enzymatic
evolution predicts novel types of natural product
nhanozymes of traditional Chinese medicine: cases
of herbzymes of Taishan-Huangjing (Rhizoma
polygonati) and Goji (Lycium chinense)t

Guldan Nazarbek,® Aidana Kutzhanova,® Lazzat Nurtay,? Chen%lin Mu,P
Bexultan Kazybaé®a Xugang Li,® Cuiping Ma, @< Amr Amin @ 9
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Nanozymes and natural product-derived herbzymes have been identified in different types of enzymes
simulating the natural protein-based enzyme function. How to explore and predict enzyme types of
novel nanozymes when synthesized remains elusive. An informed analysis might be useful for the
prediction. Here, we applied a protein-evolution analysis method to predict novel types of enzymes
with experimental validation. First, reported nanozymes were analyzed by chemical classification and
nano-evolution. We found that nanozymes are predominantly classified as protein-based EC1
oxidoreductase. In comparison, we analyzed the evolution of protein-based natural enzymes by
a phylogenetic tree and the most conserved enzymes were found to be peroxidase and lyase.
Therefore, the natural products of Rhizoma polygonati and Goji herbs were analyzed to explore and
test the potent new types of natural nanozymes/herbzymes using the simplicity simulation of natural
protein enzyme evolution as they contain these conserved enzyme types. The experimental validation
showed that the natural products from the total extract of nanoscale traditional Chinese medicine
Huangjing (RP, Rhizoma polygonati) from Mount-Tai (Taishan) exhibit fructose-bisphosphate aldolase
of lyase while nanoscale Goji (Lycium chinense) extract exhibits peroxidase activities. Thus, the
bioinformatics analysis would provide an additional tool for the virtual discovery of natural product
nanozymes.

nanomaterial properties.”” Since the discovery of iron nano-
particles with intrinsic enzyme activity, more than 540 novel

Nanozymes are functional nanomaterials with enzyme-like
activity and biocatalytic function that mimic natural

enzymes (“learning from nature”) while retaining
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nanozymes have been reported with modifications since the
first generation of classical Fe;0, nanozyme with peroxidase-
like activity.® Recently, Meng et al. reported an improved
peroxidase activity of a pyrite peroxidase nanozyme with super
strong binding ability towards substrate hydrogen peroxide
(H,0,) compared to the traditional nanozyme Fe;O, and
protein-based horseradish peroxidase, and additional gluta-
thione oxidase-like activity, following the catalysis of H,O,
generation.* The dual nanozyme finally targeted KRAS muta-
tion with tumor catalytic therapy.*

Currently, there are numerous types of nanozymes reported
but most are oxidoreductase, hydrolases and hydrolases.' In
particular, peroxidase POD is widely studied and reported as
a type of oxidoreductase.” There are basically 6 or 7 large types of
protein-based enzymes, namely natural enzymes, which are
classified according to the Enzyme Commission (EC) classifi-
cation as EC1, 2, 3, 4, 5, 6, 7 representing oxidoreductases,
transferases, hydrolases, lyases, isomerases, ligases, and

© 2021 The Author(s). Published by the Royal Society of Chemistry
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translocases, respectively.” Frances H. Arnold proposed the
concept of the directed evolution of enzymes by introducing
random mutation of genes encoding target protein enzymes
and specific chemical reaction-based screening of target
mutants, with repeated cycles to obtain the final expected
enzymes.® The directed evolution of enzymes is artificially
created to simulate natural evolution mechanisms with natural
selection.” For example, cytochrome P450 can be evolved by
directed evolution with synthetic carbene and nitrene to
improve the catalysis activity via genetic coding changes or
mutation.” Thus, engineered enzyme evolution can be realized
by modifications.

Nanozymes can combine the advantages of natural enzymes
and traditional artificial mimicking enzymes with high-
efficiency due to adjustable catalytic activity and nano-
structures.” In addition, nanozymes can function under extreme
pH and high temperature conditions.' The catalytic function of
a nanozyme is related to its own nano effects such as size,
surface area, and structure.” These effects also provide an
operational way for the optimization of simulated enzymes by
manually controlling the nano effects to regulate the catalytic
activity and substrate selectivity, which are simulating the
natural enzyme evolution and selection. For example, Gao et al.
synthesized Fe;O, nanoparticles of different sizes and the
relative catalytic activity was enhanced 5 times using 30 nm
rather than 300 nm.?

A type of natural product-based nanozyme and nano-
assembly has been arising as a new star in nano-natural product
research. These include the natural compound-based self-
assembly and nanozyme, namely herbzymes.>'® Recently, we
reported natural product-based nanozymes of protease-like,
phosphatase-like, and o-amylases (EC 3.2.1.1), which are
mainly hydrolases.” However, whether natural products nano-
particles exert other types of enzyme activity and the evolution
of nanozymes remains elusive.

Although numerous nanozymes were discovered and
applied in biomedicine, their evolution is still unclear. Here,
this study aims to analyze the nano-evolution of nanozymes
and natural enzymatic phylogenetic trees to predict and
discover novel types of nanozymes. We compared and
analyzed the association between nanozyme types using six
types of natural enzymes, and then identified evolutionary
links to predict new potential nanozyme types with experi-
mental validations and found a novel type of natural product
nanozyme.

Methods

Evolutionary analysis of the protein-based natural enzyme

Sequences collected for this study were aligned using MEGAX.
Maximum likelihood (ML) trees were generated using the
RAXML-HPC2 on XSEDE (8.2.10) in the CIPRES Science Gateway
platform by the GTR model of evolution, and fast bootstrap
analyses of 1000 pseudoreplicates were completed. The

© 2021 The Author(s). Published by the Royal Society of Chemistry
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combined maximum likelihood analyses were run using amino
acid sequences that were downloaded from Genbank.

Chemical nanozyme evolution analysis

First, the collected data™ showing that the most current re-
ported nanozymes were analyzed from the list of recent review
and searched papers in Pubmed, and then, the evolution of the
same type of element-based families were divided according to
the enzyme types and the elements of nanozymes. In detail,
before making the self-made chemical evolutionary tree, all
the data were classified into six categories according to the
types of catalytic reactions of traditional classifications of
EC1,2,3,4,5,6 representing oxidoreductase, transferase,
hydrolase, lyase, isomerase, and ligase, respectively and an
alternative type EC7 for translocases. Then, the chemical
element forms of each enzyme were found successively and the
branches were classified. Homology was calculated according
to the element composition percentage, and the semi-
quantitative evolution maps were drawn according to the
homology.

In the process of making a chemical evolutionary tree, the
data of elements used were sorted into the same group, and the
element frequency was counted and plotted according to the
number of occurrences. The frequency of seven types of
enzymes was plotted and analyzed according to the number of
elements involved.

Preparation of herbal nanoparticles, fluorescence
measurement and scanning electron microscopy (SEM)

Herbal nanoparticles were prepared from Mount Tai area-
derived traditional Chinese medicine Rhizoma polygonat (RP)
also named as Huangjing, and confirmed as described previ-
ously.’ For the Goji (Lycium chinense) nanoparticles prepared by
a baking process,”® extract fluorescence was measured by a fluo-
rometer described previously.® The SEM analysis of baked Goji
nanoparticles was performed by dropping Goji extract on
a carrier and air-drying it before putting it into a scanning
electron microscope.’

Prediction of novel enzyme types of herbzyme/nanozyme

Based on the above evolutionary analysis of protein-based
maximum likelihood (ML) trees and nanozyme-based natural
enzyme type analysis, the most conserved types of enzyme
based on EC1,2,3,4,5,6 representing oxidoreductase, trans-
ferase, hydrolase, lyase, isomerase, and ligase, respectively,
were searched and analyzed.”™ The most predominant
chemical-based nanozymes were classified as EC1 oxidore-
ductase, while that of the protein-based enzymes was found to
be fructose-bisphosphate aldolase. Thus, the hypothesis is
that the nanozyme might have evolved from similarity to
simple conserved protein enzymes to a complicated enzyme
type. The predicted enzyme types of oxidoreductase and
fructose-bisphosphate aldolase were further wused for

Nanoscale Adv., 2021, 3, 6728-6738 | 6729
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prediction and validation by experiment using herbal extracts
of RP and Goji.

Experimental validation of the fructose-bisphosphate aldolase
of the lyase and peroxidase assay

The fructose-bisphosphate aldolase assay was performed
according to the protocol from the manufacture of a fructose-
bisphosphate aldolase assay kit (BC2270, Solarbio; http://
www.solarbio.com/goods-6266.html). Briefly, after thoroughly
mixing with reagents from Kkits, reaction mixtures' absorbance
was measured as value 4; at 340 nm at 10 s, followed by incu-
bation at 37 °C in a water bath. Finally, the absorbance value 4, at
310 s was measured again, which was recorded as A, measure-
ment. Controls of the A; blank and A, blank were also measured
for the final calculation by the liquid volume method as FBA
enzyme activity (U mL™") = AA + (& x d) X 10° X Vieaction total
Vsample T = 321.54 x AA (AA measurement tube = A
measurement — A,; AA blank tube = A; blank — A, blank; AA =
AA measuring tube — AA blank tube; Vieaction tota: the total
volume of the reaction system; Vgampe: add sample volume, 0.1
mL; e NADH molar extinction coefficient, 6.22 x 10° L
mol ' em™; d: light path of the cuvette, 1 ¢m; Viample torar: add
extract volume, 1 mL; T: reaction time, 5 min; 10°, unit conver-
sion factor, 1 mol = 10° nmol) (http://www.solarbio.com/pdf/
2020-shsj/BC2270.pdfHYPERLINK  "http://www.solarbio.com/
pdf/2020-shsj/BC2270.pdf" \o “http://www.solarbio.com/pdf/
2020-shsj/BC2270.pdf"http://www.solarbio.com/pdf/2020-shsj/
BC2270.pdf).
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Peroxidase assay was analyzed by previously reported
methods.? In brief, the 3,3',5,5-tetramethylbenzidine (TMB)
substrate used for the assay was purchased from Thermo
Scientific (TMB Substrate Solution). The Goji-mediated herb-
zyme assay was performed at different TMB concentrations of
the substrate by adjusting the volume and reaction was incu-
bated at room temperature for 30 min. The optical density (OD)
was measured after the reaction. The pH effect on the enzymatic
activity of peroxidase extracted from the Goji was also
measured.

Results
Nano-evolution of chemical nanozymes

First, the most frequently used elements in the reported nano-
zymes are approximately 40 (ESI Fig. 1t). Frequency plots of
elements showed that elements with the most number of
occurrences are: O, V, S, Mn, Fe, Co, Ce, Cu, Au, Pt, etc. Among
them, Fe appears the most, and the remaining elements appear
less than 20 times. In addition, there are two major types of
nanozymes as oxidoreductases and hydrolases in the chemical
nanozyme list, which frequently appear with 40% and 24%,
respectively (Fig. 1A).

The most recent reviewed list of nanozymes with updated
search showed that EC1 oxidoreductase (0.4%) group
contains catalase (2.23%), oxidase (2.34%), peroxidase
(1.57%), laccase (0.51%), glutathione peroxidase (2.61%),
iron oxides (0.51%) reductase (3.56%), glutathione oxidase
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(A) Enzyme type frequency diagram of nanozymes; (B) chemical evolutionary tree.
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Fig. 2 Details of nanozyme distance based on element and enzyme
types.

(1.61%), superoxide dismutase (1.88%) and catechol oxidase
(1.61%) and EC2 hydrolase (0.24%) consists of nuclease
(1.74%), DNase (3.43%), and phosphesterase (1.68%)
(Figure 1B and Figure 2)."* The evolutionary tree of nanozyme
elements also branched according to the distance of the
element family, which collected most data of the latest liter-
ature from 2018 review to 2020 new publications reviewed
(ESI referencest)." Our data suggest that peroxidase, cata-
lase, and oxidase were the most conserved types among
tested, while non-conservative types are reductases and
ferroxidase.

© 2021 The Author(s). Published by the Royal Society of Chemistry
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Phylogenetic tree analysis of natural enzyme evolution to
predict novel types of nanozyme

To better explore and understand the different types of nano-
zymes, we further tested and compared each type of natural
enzyme evolutionary conservancy.

Peroxidase. Natural peroxidase (EC 1.1.1.1) is a protein
enzyme widely distributed in organisms, which acts as an
electron acceptor to catalyze the redox reaction between H,0,
and a variety of electron donors.” Mainly iron porphyrin as the
auxiliary group has the dual role of catalyzing the decomposi-
tion of numerous phenolic and amine compounds to eliminate
the toxic free radicals in cells.” According to the protein
sequence and structure, peroxidase can be divided into non-
heme peroxidase and heme peroxidase.’ A phylogenetic tree
of peroxidase was established with the maximum likelihood
tree. Peroxidase exists in the bodies of various animals, plants
and microorganisms. When establishing the evolutionary tree,
different species were selected and the three types of peroxidase
were used to establish the evolutionary tree: myeloperoxidase,
lactoperoxidase and thyroid peroxidase with peroxidasin as the
outgroup. From the topological structure (Fig. 3), the phyloge-
netic tree is divided into two large branches both having
a higher support rate of 100%. In one of the branches, the
relationship between myeloperoxidase and lactoperoxidase is
closer than that of thyroid peroxidase. All the species in
peroxidase have a higher support rate of genetic relationship
among each species (all 100%).

Transferases of hexokinase and glutathione S-transferase
(GST). A class of transferases are GSTs (EC 2.5.1.18), which are
phase II metabolizing enzymes and play an important role in
cell detoxification and stress response.'* The number of genes
in each subclass is different in the phylogenetic tree. The
phylogenetic tree of GST displays only species from the animal
kingdom making it uniquely specific to animals. Its major 2
branches have a support rate of 89% and 77%, respectively,
indicating the high rate of mutations and evolutionary changes
within these groups (Fig. 4).

Hexokinase (HK) (EC 2.7.1.1) is also a class of transferase,
which can catalyze the phosphorylation of hexose in sugar
catabolism and has a dual role of catalysis and regulation. In
mammals, of which four subtypes of HK-I, -1I, -III and -1V, the
first 3 have higher affinity towards glucose than HK-IV." To
find the evolutionary relationship among different species of
hexokinase, we used the maximum likelihood method to
create the relationship with galactokinase as the outgroup.
The topology of the maximum likelihood tree is that all
hexokinase species form large branches have a support rate of
100%. The first hexokinase branch is the animal branch,
which includes humans, mice, and fish, with a bootstrap value
of 87%, followed by the plant branch, which has a bootstrap
value of 88% (Fig. 4). There is another bacterium branch with
a self-expanding value of 72%. Animal branch and plant
branch constitute a large branch with a low support rate of
bootstrap support (BS) at 24%.

Hydrolase of ALP. One example of a class of hydrolase is
alkaline phosphatase (ALP) (EC 3.1.3.1), which functions by

Nanoscale Adv., 2021, 3, 6728-6738 | 6731
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reversing phosphorylation; some types of nanoparticles have
been reported to have intrinsic phosphatase activity.'"*®
Recently, we reported that natural product-derived carbon
nanodots and nanoflowers, can dephosphorylate substrates as
ALP-like nanozymes in addition to the chemical synthesized
nanozymes.>'""

The phylogenetic tree of ALP was established with the
maximum likelihood tree, in which ALPI (alkaline phosphatase
intestinal) was selected as the outer group. Based on the topo-
logical structure of the maximum likelihood tree, the evolu-
tionary tree is divided into two branches: bacteria and animal
(Fig. 5). The support rate of the bacterium branch is 100%, and
the support rate of the animal branch is 78%. The bacterium
and animal branches form large branches with an approval rate
of 88% (Fig. 5).

Fructose-bisphosphate aldolase. Fructose-bisphosphate
aldolase (EC4.1.2.13) is an example of lyases. For instance,
fructose-1,6-bisphosphate aldolase plays one of the key roles in
cellular metabolism, ie., it catalyzes the reversible aldol
condensation of glyceraldehyde 3-phosphate and dihydroxyac-
etone phosphate to form fructose 1,6-bisphosphate.'® Fructose-

6732 | Nanoscale Adv, 2021, 3, 6728-6738

bisphosphate aldolase has been divided into archaeal or
bacteria and eukaryotic classes."

The evolutionary relations of fructose-bisphosphate aldolase
were established using the maximum likelihood tree, and
sedoheptulose-bisphosphatase was selected as the outer group.
The maximum likelihood tree is divided into two major
branches as animal (BS: 100%) and bacteria branches (BS:
100%) (Fig. 6).

Isomerase. Isomerase transfers a chemical subgroup to
create a new isomer in the reaction. Isomerase evolution are
much complicated due to different substrates and their specific
function in different organisms, and there is no convergent
evolution between different types of isomerases, such as r-
arabinose isomerase (EC 5.3.1.4) and xylose isomerase.>® The
isomerase evolution is much complex with unique character-
istics of gaining new functions with different EC classes,
particularly by interchange with lyases (EC 4) with an advantage
in evolution.?® Thus, the isomerase evolution shows much
diversity, and the potential of nanozyme simulating would not
be superior.

DNA ligase. DNA ligase (EC6.5.1.1) is an example of a type of
ligase, which is widely applied in biotechnology, in in vivo DNA

© 2021 The Author(s). Published by the Royal Society of Chemistry


http://creativecommons.org/licenses/by-nc/3.0/
http://creativecommons.org/licenses/by-nc/3.0/
https://doi.org/10.1039/d1na00475a

:26 PM.

05

Open Access Article. Published on 12 August 2021. Downloaded on 8/4/2025 3

g
9]
o
g
B
p=
g
[=
-
=
[92]
=
o
5
£
£
Q
Q
c
o
=z
<
S
g
a
<
[%2]
c
o
£
£
Q
]
[
=
G
]
o
e
c
=]
9]
S
@
2
b
B
n
2
'_

Paper

77

View Article Online

Nanoscale Advances

281432D0G_GSTA
2173D0G_GSTA
AIC64116DOG_GSTA
NPOOL301024D0G_GSTA
AHZI00S2D!
anmuuss«an. GSTA
NPOO1153211Mouse_GSTA
NP001273954Mouse_GSTA
AATO00S1 Mouse_GSTA
AGI36275Eqms_GSTA
NP001270005Equs_GSTA
XPO01503116Equus_GSTA
XP023479825Equus_GSTA
XP023479524Equis_GSTA
XP019817593Cow_HPGDS
XP024849292Cow_HPGDS

57

XP027399854Cow_HPGDS
1POO1186973Dog_ HPGDS
XP0145943381Equs_HPGDS
XP001497346Equus_HPGDS
XP00S520565Equus_HPGDS
XP023409004Elephant_HPGDS

XP003414124Elephant_HPGDS
XP023409005Elephant_HPGDS
1POO01239096Dog_GSTP
XP005631097Dog_GSTP
XP010597298Elephant_GSTP

XP023415303Elephant_GSTP
XP005598404Equs_GSTP
XP005631454Dog_GSTP
XPO22439554Whale GSTM
XFUS"4EEU"SWM=

XP007. 106539W1\314_GSTM
XPO0561041 7Equis_GSTM

XP006899376Elephant_GSTM
XP010587855Elephant_GSTM

NPS03175Mouse_GSTM
SMG6563SBacteria_GSTM
XP005602313Equas_GSTO
XP023495652Equus_GSTO
XPO08516582Eqms_GSTO
XP535008Dog_GSTO
XP005637754Dog_GSTO
DAA14924Cow_GSTO
XP004265921 Whale_GSTO
XP023402520Elephant_GSTO
WPOO1068682Cow_GSTO
DAA14780Cow_GSTO

DAA14923Cow_GSTO
XP004265924Whale_GSTO
WPOO01007603Mouse_GSTO
XP535007Dog_GSTO
XFDEI34EI91'JSEhplum Gs'ro
XP024832993Cow.
XP024832994Cow _( GSTT
DAA20389Cow_GSTT
AAI20025Cow_GSTT
WPO01069206Cow_GSTT
XP003639976Dog_GSTT
XP003419170Elephant_GSTT
XP001489576Eqms_GSTT
XP003433484Dog_GSTT
XP023415103Elephant_GSTT

XP003419175Elephant_GSTT
AIIODS41Dog_GSTT
XP0014894 53Equus_GSTT

Hexokinase

NPO01243264_PES

$BP56728 HKA_Nothobranchius_furzeri
SBR02457”HKA Nothobranchius kuhniae

ius_Korthausae
SBS13521‘HKA_I‘Nomubra|d||us rachovi

i
148065_HKA_Danio_rerio

83 FK) SBR90044 HKA Notho Erandmuug ragmm

100

[ EDL32105 KA Mus Trusaulus
EDL32104 HKA Mus_musculus

s EDL32106"HKA Mus_musculus
simulans

hi
ARG2205 HKA” Drosophia_sim
§ L AN KA Drosophi
{ = gﬁ%ﬁmm:la s‘mum

AAG22061‘HKA‘Dmsopmla s\mulens

L AAAN09253 HKA Drosophia_melanogaster

NS O Drosois st

{ 100

Hap!
KAF9181772 HKA Haphomo I
" 100 RAGO256502 HIA Morierela Jgoymphata
I 1 T KAF9952298 HKA Mortierella zlpina
KAF9933874‘HKA1v10ne'eNa alpina
KAGO043597” HKA Gryganskell

la k|n|
21 1 KAGO0B491! 9‘HKM.|memanna
I KAF9338814 HKA Tinnemar e%

3

ia
dna

KAGOOSEI0 KA Podla e
|‘°°_:E I
KAF9374664 HKAPodila-verticillat
e S0 N el
o KAG229359HKA-Actr wof

55

_m= KAG0268928 HKA Actinomortierella_ambigua

KAF9975970 HKA Actinomortierella_ambigua
KAG0276927"HKA™Linnemannia_gamsi

.—lm_E KAGU3A820-HicA-Limemaia-cam sn
KAF9325030 "HKA Tinnemannia ¢

1 L KAG0263962” HKA” Lini
96 nenu'mga‘ exngua

100

R KA T hopetoces
I KAG0167005 kA
el B myslaemmm
T KAF3041207” HKA- Didymeli kerainophia
27 KAF3010752"HKA Curvulana kusanoi
e — XP028494467 HKA Vema_"mm "0[\3"@"&6
55 KA Aspergillus_bumetii

ARG HKA-ATToDOyS Olgospora
T KAF3574400-HkA-ArrobolRS- oldospora

L KAF3047477 HKA Didymella_heteroderae
GHM89935 HKA cerevisiae

38
KAF5209042 HKI\ clavspofa lusitaniae
Pte«mus ostreatus

| ey = S— PA
AR

“Ostreatus
KAF460913THKA%leumms 5_pulmonarius
KAF4603313"HKAPleurofus_pulmonarius

U R o

Fig. 4 Maximum likelihood tree of hexokinase and GST.

© 2021 The Author(s). Published by the Royal Society of Chemistry

10 125 15 s 99

Nanoscale Adv, 2021, 3, 6728-6738

6733


http://creativecommons.org/licenses/by-nc/3.0/
http://creativecommons.org/licenses/by-nc/3.0/
https://doi.org/10.1039/d1na00475a

Open Access Article. Published on 12 August 2021. Downloaded on 8/4/2025 3:05:26 PM.

Thisarticleislicensed under a Creative Commons Attribution-NonCommercial 3.0 Unported Licence.

(cc)

Nanoscale Advances

ALP

View Article Online

Paper

= ADQ47374_ALP Cadosluosnptor_konoskyenss

62 = ADQ42045_ALP_Caldoslubsuptor_krstanssoni
ADQORI00_ALP by dnthemals

[— ADL43EE A.P >_Caidelliospior_obsdanss

] | € ADQO5754_ALP_Cadcebiosphr onenserss

'-’{zﬂ-'-..g

<] AEEIZE3Z ALP_Pophy mmonas_ssaxhaniytcs
] re— AEES058 ALP Tepidinaenbater_soestor Gns
= AEF08 AP Desiformaue_nghians
EEMxtM ALP_Bscilus peudomyootes
100 EEW A.P Baclus pseudomyoodes
100 EEL70198_ AP Baclus mycides
L OAZES234_ALF_Bacilis_ichenfoms

%

100 AEH4200_ALP Pamgeobasis femogboostsis
23 ACS2420 ALP Geow:hs
HOL4E047 ALP J s soi

ACZIBAIT AP Mvwaewb-u 30minoEnS

[rr— AER08352 ALP_Desufobaas_axetoodas

e ADKE583T ALP Desifarauius baasi
CUAT441T_ALP Rozotoria_sos
I 100 CUATZ39T_ALP_Rhzodonis_soani

e CRGE0205 ALP Talaoemoes sindaus
AEEE108 ALP_—sopger_xanaduenss
s ADL52221_ALP_Clostigium_celuiovoans
[ S A".Z.P.Eé45 X Ceuosgw.r- lentoeiim
100 EGD“&@ ALP_Rumncostdum oy osolers
1 AEF5518 AL Tremodessiran: ndius
E-PE5262_ALF Metanonrs fomoas

EEEEEEEEEEEEEEEN

1 [ ADRIS525_ALP_Caiftesiibio_ntoreduens
AEEN&‘SALP Themodesufobum nangense
l_|2'_ JARSOZTS A.P P _Togiodies

- g JAADITO2 AP Pan_regiodftes
L XPOIES1134_ALP Pan_togedyes
! XPOIES113%8_ALP Pan_togdyes
! AASEIETS N.P Hamo_sapens

100 — CAAZITTE ALP Mus musass
T Assns AP s st
e— BAH3518 ALP_Mus musaits
N G.‘m?m_NP_Dmms_sba(
Fes . AELIIZTE AP Lasmichiys_coxs
AANGA271_ALP_Tetrmodon_nigovinds

100

NPOO1 133448 AP _Ssimo, sdar
ALIGER16_ALP Hamo_sapens

P s = CAA33425 ALP Homo_sspens
L — Y- 1V _ALP Hamo_sapens

[re— ASF’\“(SONPPaaMSom.s

b AQWH4031_ALP_Paraichiiys_olvaceus

ERNM ALP ?sewaneh bats
93 AEGI0033_ALP_Shewanels_batcs

e AEG10032_ALP_Shewanel_batcs
PRO3T06 A T'd'nrepna davipes

Fig. 5 Maximum likelihood tree of ALP.

repair, catalyzes the formation of the phosphodiester bond
between 3’-OH and 5'-phosphate ends of adjacent DNA. DNA
ligase has been found in viruses, bacteria, and eukaryotes.**
The mechanisms of catalysis of different types of DNA ligases
differ. In general, DNA ligases can be divided into adenosine
triphosphate (ATP)-dependent and nicotinamide adenine
dinucleotide (NAD)-dependent types according to the energy
sources required for the catalytic reaction of DNA ligases,
which are widely distributed in eukaryotes, archaea, eubac-
teria and viruses.”® The evolutionary analysis of DNA lygases
suggests that ATP-dependent ligases acquired from prokary-
otic and eukaryotic species evolved compared to the previously
used NAD-dependent ligases obtained from bactriophages in
eukaryotic nucleo-cytoplasmic large DNA viruses during their
complex evolutionary stages.**

In summary, five evolutionary trees were established using
the maximum likelihood tree. By observing the topological
structure of the six phylogenetic trees here, it was found that
the fructose-bisphosphate aldolase and peroxidase enzymes
are the most conserved among the various species, which
suggests that their potent bio-inspired nanoparticles would be
prevalent to easily evolve and exert the functions of the two
enzyme types.

6734 | Nanoscale Adv., 2021, 3, 6728-6738

Experimental validation of novel types of natural product
nanoparticle-based-nanozymes: herbzymes

Given fructose-bisphosphate aldolase and peroxidase are the
most conserved nanozyme types among those tested, we
further explored the possibility of the prediction of natural
product-nanoparticle based-nanozyme of herbzymes in these
two new types as there is a report on the ALP activity of
herbzyme. We first found that Rhizoma polygonati (RP) has the
fructose-bisphosphate aldolase activity compared to the
control (Fig. 7A). Moreover, the Goji extract of the nanoscale
natural product showed quantum fluorescence at 420 nm and
peroxidase activity when using TMB as the substrate with the
highest activity at pH 10 and concentration-dependent
kinetics when less than Vi, (Fig. 7B-E). Thus, in addition
to the herbzyme with phosphatase activity of RP, as we re-
ported before,® fructose-bisphosphate aldolase of lyases by RP
and peroxidase of Goji were discovered from prediction and
validation.

Discussion

Here, we report a bioinformatics-based analysis of protein
enzyme evolution and comparisons among 6 types of classi-
fied enzymes with the nano-evolution of material-based

© 2021 The Author(s). Published by the Royal Society of Chemistry
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nanozymes, and from the results, we further predicted the bio-
inspired nanozyme of herbzyme's novel types corresponding to
the protein enzyme types. Our results suggest that self-assembly
of natural product of herbal nanoparticles may contribute to the
fructose-bisphophate aldolase and peroxidase activities of the
natural products which is consistent with our previous report.’

From protein-based enzyme evolution, we found that
fructose-bisphosphate aldolase is much conserved among
different species. According to Say et al.,”® fructose-
bisphosphate aldolase is a conserved bifunctional enzyme
with aldolase catalytic activity in archaea and bacteria. Simi-
larly, Shams et al.*® indicate that fructose-bisphosphate
aldolase housekeeping has a metabolic role as it is a moon-
lighting protein meaning that it can perform several key
functions. It is due to its involvement in the Calvin cycle and
glycolysis in addition to gluconeogenesis, which are believed
to be acquired additional functions as ancestral organisms
evolved. Furthermore, the deletion experiment of genes
responsible for fructose-bisphosphate aldolase in C. albicans®
suggests that fructose-bisphosphate aldolase also plays a crit-
ical role in the organism's growth. These studies clearly
demonstrate the significance of fructose-bisphosphate
aldolase for the survival of the organisms, hence indicating
why it is highly conserved.

© 2021 The Author(s). Published by the Royal Society of Chemistry

Peroxidase has been largely reported in metal material-
based nanozymes. We here found the highly conserved
possibility in protein-based enzymes, which correlated with
the material-based nanozymes as the highly discovered
enzyme of the EC family type. We then tested the herb natural
product and we found some natural herbzymes have peroxi-
dase activity, but not all herbs (data not shown) as we found RP
did not have this type of enzyme function at this condition in
vitro. The RP contains many polysaccharides, and the herbal
processing induced chemical reaction results in the loss or
generation of different sugars as reported from other herbs
t00.”*?°* Whether it might be repressed or promoted by surface
chemical groups, the novel types of nanoscale herbzymes may
be predicted by the protein-based enzyme evolutionary
conservation analysis.

Conclusion

Nanomaterial-evolution and protein-based enzyme evolu-
tionary analysis showed relatively most conserved types of
protein enzymes. The natural product-derived herbzyme was
predicted to be a novel type of enzyme by analysis through bio-
inspired simulation and experimental validation for the

Nanoscale Adv., 2021, 3, 6728-6738 | 6735
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Fig. 7 Experimental validation of predicted novel type of herbzymes. (A) Fructose bisphosphate aldolase (FBA) of RP nanoparticles using the RP
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extract by fluorescence. (C) Nanoparticle characteristics of the Goji extract by size investigated by SEM. (D) Nanoscale Goji extract exhibits the
nanozyme activity of peroxidase using TMB as the substrate showing the enzyme kinetics by different concentrations of the substrate. (E) pH
effect on the nanoscale Goji extract on peroxidase activity.
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discovery of new types of nanozymes/herbzymes such as
fructose-bisphosphate aldolase of lyases and peroxidase.
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