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In the original version of the manuscript, the intergenic region between PP_1584 and PP_1585 was indicated in Table S8 as the
integration site for groES, groEL, and clpB into the genome of strain LJ15. However, these genes were integrated at a different
location in the genome. The text in Table S8 lists “EM42 with the clpB-groES-groEL chaperone expression cassette integrated within
the intergenic region between PP_1584 and PP_1585"". This text should be corrected to “EM42 with the clpB-groES-groEL chaperone
expression cassette integrated within the intergenic region between PP_4217 and PP_4218".

Accordingly, the primers listed for confirming integration in the main text Materials and methods section “Strain construc-
tion” should be changed. The original text states: ‘“‘Following sucrose selection, single colonies were subjected to colony PCR with
primers oLJ154 (Fwd) and oLJ155 (Rev) to identify those with genome integration of the chaperone genes.” This text should be
corrected to “Following sucrose selection, single colonies were subjected to colony PCR with primers oLJ154 (Fwd) and oLJ155
(Rev) for Lj14 and 0CJ311 (Fwd) and 0CJ312 (Rev) for LJ15 to identify those with genome integration of the chaperone genes.” The
primer sequences of 0CJ311 and oCJ312 are not listed in the ESI, and the following entries should have been included in Table S10.

Primer Sequence [5'-3']
oCJ311 agcctcttcagegtcaac
0oCJ312 cacgcectgcettcattgaac

The Royal Society of Chemistry apologises for these errors and any consequent inconvenience to authors and readers.

@ National Bioenergy Center, National Renewable Energy Laboratory, Golden, CO 80401, USA. E-mail: gregg.beckham@nrel.gov
b 0ak Ridge National Laboratory, 1 Bethel Valley Rd, Oak Ridge, TN 37830, USA

¢ Bioeconomy Institute and Department of Mechanical Engineering, Iowa State University, Ames, IA 50011, USA

? LanzaTech, Inc., Skokie, IL 60077, USA

6678 | Energy Environ. Sci., 2021, 14, 6678 This journal is © The Royal Society of Chemistry 2021


http://orcid.org/0000-0001-8405-5022
http://orcid.org/0000-0002-2979-4751
http://orcid.org/0000-0003-2623-6292
http://orcid.org/0000-0001-8551-0138
http://orcid.org/0000-0002-0199-4524
http://orcid.org/0000-0003-0847-9557
http://orcid.org/0000-0002-9281-3898
http://orcid.org/0000-0001-7708-786X
http://orcid.org/0000-0001-5823-5329
http://orcid.org/0000-0002-3480-212X
https://doi.org/10.1039/C8EE00460A
http://crossmark.crossref.org/dialog/?doi=10.1039/d1ee90066h&domain=pdf&date_stamp=2021-11-25
http://rsc.li/ees
http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/d1ee90066h
https://pubs.rsc.org/en/journals/journal/EE
https://pubs.rsc.org/en/journals/journal/EE?issueid=EE014012



