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Correction: Self-adaptive multiscaling algorithm
for efficient simulations of many-protein systems
in crowded conditions

Sergio A. Hassan

Correction for ‘Self-adaptive multiscaling algorithm for efficient simulations of many-protein systems in

crowded conditions’ by Sergio A. Hassan et al., Phys. Chem. Chem. Phys., 2018, DOI: 10.1039/c8cp05517c.

The author would like to correct eqn (13)–(15) in the published article. Mi should be amended to M in the upper limit of the
second sum symbols as shown in the corrected equations below.
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The Royal Society of Chemistry apologises for these errors and any consequent inconvenience to authors and readers.

Center for Molecular Modeling, OIR/CIT, National Institutes of Health, U.S. DHHS, USA. E-mail: hassan@mail.nih.gov

DOI: 10.1039/c8cp91925a

rsc.li/pccp

PCCP

CORRECTION

O
pe

n 
A

cc
es

s 
A

rt
ic

le
. P

ub
lis

he
d 

on
 2

2 
N

ov
em

be
r 

20
18

. D
ow

nl
oa

de
d 

on
 1

2/
9/

20
25

 4
:5

0:
14

 A
M

. 
 T

hi
s 

ar
tic

le
 is

 li
ce

ns
ed

 u
nd

er
 a

 C
re

at
iv

e 
C

om
m

on
s 

A
ttr

ib
ut

io
n 

3.
0 

U
np

or
te

d 
L

ic
en

ce
.

View Article Online
View Journal  | View Issue

http://crossmark.crossref.org/dialog/?doi=10.1039/c8cp91925a&domain=pdf&date_stamp=2018-11-22
http://rsc.li/pccp
http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
https://doi.org/10.1039/c8cp91925a
https://pubs.rsc.org/en/journals/journal/CP
https://pubs.rsc.org/en/journals/journal/CP?issueid=CP020047



